INFORMAL SEQUENCE LISTING 
INFORMATION FOR SEQ ID NO:l: 

(a) SEQUENCE CHARACTERISTICS: 

<212> DNA 

<213> Homo sapiens 

(b) SEQUENCE DESCRIPTION: SEQ ID NO : 1 : 



gcacacaaat 
agagtggtca 
ttattattgg 
tgcccctcta 
ctgtctcatg 
gttaggacat 
cctccatagg 
ttagagaatg 
gtcttatatc 
gggacaggtg 
aaatgtcaca 



tgacttatta 
gaggagaagt 
gaccgttgtt 
tattctgtgc 
gagatctatc 
tcaaatgtct 
aatgcttata 
gaatcagtca 
catctaggaa 
actgaaggac 
ttctcctggt 



gaaggcaatg 
tgtatttggt 
aggaataatg 
aaaaggtgtc 
acaaagtctt 
ttatccacat 
atggattatc 
aaccctgttc 
tccccatctc 
aaaaactgat 
ac 



tagcatcagg 
tgaaccttga 
acttttccac 
tttgactcat 
taaatattac 
tcctgaagga 
tatacaatct 
ccagagtttc 
taatgtaagc 
cctgctctgc 



aaaagtagat 
aattaaaaat 
tgcaagactg 
ccaaaaaatt 
tacccatgaa 
taattgttat 
ccacattccc 
ccttagagtt 
ttggagatcc 
tcagtggctg 



gtgaatgaac 60 
gatagaggaa 12 0 
aagatatcag 180 
gaacagtttc 240 
attggccagg 3 00 
agattcccta 360 
acattttgca 420 
ctcacctgtt 480 
gggcccccgg 540 
agggtacagg 600 
" 622 



INFORMATION FOR SEQ ID NO : 2 : 

(a) SEQUENCE CHARACTERISTICS: 

<212> DNA 

<213> Homo sapiens 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:2: 



ctgtcatgag 
tctggatagg 
tcacagctgg 
ttcctgtggc 
agagcaggat 
ttacattaga 
aactctggga 
attgtataga 
cttcaggaat 



gtctcttcta 
cacatggccg 
gatctccagc 
ctctctgtac 
cagtttttgt 
gatggggatt 
acagggtttg 
taatccatta 
gtggataaag 



tagccatcag 
ttgtcagctc 
tctgctgaca 
caggagaatg 
ccttcagtca 
cctagatgga 
actgattcca 
taagcattcc 
acatttgaat 



gtcttctcac 
tacagtaata 
gggaacgctg 
tgacatttcc 
cctgtccccc 
tataagacaa 
ttctctaatg 
tatggaggta 
gtcctaaccc 



agggatattc 
tttgccggca 
ggttttcttt 
tgtaccccca 
gggggcccgg 
caggtgagaa 
caaaatgtgg 
gggaatctat 
tgg 



accaccttgc 
tcactctctt 
cccatactgg 
gccactgagc 
atctccaagc 
ctctaaggga 
gaatgtggag 
aacaattatc 



60 

120 

180 

240 

300 

360 

420 

480 

523 



INFORMATION FOR SEQ ID NO: 3: 

(a) SEQUENCE CHARACTERISTICS: 

<212> DNA 

<213> Homo sapiens 

(b) SEQUENCE DESCRIPTION: SEQ ID NO : 3 : 



gacactcaac 
tgaggggctg 
caaaagaaaa 
accccaagag 
aaatgtgaat 
gcaggaatca 
gaacaggcag 
gttctgaaat 
aacaaagagt 
aagtgacagt 
ttcaaatata 
tccgggcccc 
ctgggggtac 
gaaagaaaac 
oafarnaaca 



ttcacagtgc 
ctcagcaccc 
ataggaagac 
ttcacctacc 
gttgtaagtg 
gtagcagcag 
attcgctgac 
gccagggaga 
tatctgtttt 
ggtaactatt 
gtaaagatta 
cgggggacag 
aggaaatgtc 
ccagcgttcc 
aatattacta 



ctactggggc 
ttggnccagc 
gttcagccag 
tcaactcacc 
gggatgaggt 
aaaccctggg 
ccttgtggcg 
acagaactgg 
caagaaaatt 
tctgtagtac 
aaagtccaag 
gtgactgaag 
acattctcct 
ctgtcagcag 
taqaqctqac 



cagaagcaat 
caccgtggcc 
ggatccactc 
taccccaggg 
ttattcactg 
gacacatatg 
ccctcttctg 
aaaattcaga 
ctcagatttc 
caaaggacaa 
gaatccccat 
gacaaaaact 
ggtacagaga 
agctggtaga 
aacqqccatq 



catcttacct 
ttattatttt 
aggagccttc 
cagctacagc 
gcgtactata 
gaggacaaga 
tcttcgaagg 
agatggctta 
cttatccaaa 
ctctttctct 
ctctaatgta 
gatcctgctc 
ggccacagga 
tcccagctgt 
tqcctatcca 



caggagtcat 60 
gctacggcct 120 
ccagccctct 180 
ctatatatga 240 
accagccgga 3 00 
tgcagtcact 360 
agacagcatc 420 
ccataaggat 480 
gtgcagtttt 540 
gggataaaac 60 0 
agcttggaga 660 
tgctcagtgg 72 0 
accagtatgg 78 0 
gaaagagagt 84 0 
gagcaaggtg 900 



gtgaatatcc 
ggcccaggct 
ccccaatctt 
tggaggaggg 
tgaggccaac 
tcaggacctg 
tcggtgtcct 
tcaggagaaa 
ttcacctatt 
gggctctgta 
ctcagcaaac 
gaagaaatca 
attaagactt 
aacgtgcctc 
cttcttttac 
ttatttctgc 
agagatacaa 



ctgtgagaat 
gcagtggggg 
gtaccaattt 
gcctccttca 
aacggcctgg 
atggctatag 
tgcgttcact 
gttctgccac 
caagcccaac 
gatgtggatg 
atcaggacac 
taacacttgg 
gctataaaac 
aggaggcacc 
ctatcaatat 
taccttctct 
ggtctcacct 



tccagtgtct 
acctgctgga 
tatcatgagg 
acctctcttt 
gggcccagtg 
aaagagacct 

gggtgttgct 

taatgaaccc 
cccagacatg 
tggtttattc 
ttctggagaa 
aggaatcaga 
cttatgaaaa 
tcctgtcatt 
tcattgaact 
taagcaatca 
tcatctactg 



cgccctgtcc 
gcttcactgt 
atgtcaccct 
gactgcagaa 
caggtggagg 
catgacagct 
ttgctgttgt 
agaggggctt 
gaggagctgc 
tcaggtctgg 
caaggactcc 
agggaagatc 
tgcttgaggc 
tttgtcctga 
gctgctacat 
gtgtgtaaag 
tgaagtgatg 



tcacccctca 
gaggcccctg 
tgggaacagc 
cattctggaa 
gcagtgccag 
ggagttctct 
atgccttgtt 
ccaggccaaa 
agccacgtgt 
agcatgcagc 
caagtcatct 
aacagcaagg 
ttatcacctg 
tgatgtttct 
ccagacactg 
atttgaggga 
agaacagg 



ggtctcctgg 
agaggctctc 
tcggcccctc 
actactcctg 
gtcctccatc 

ggggacctgt 

ccacaagata 
tcctcaagag 
atgtcaatgt 
agccagaaag 
actcttctgt 
atggggcatc 
ccacagccag 
tctccaatat 
tgcaaataaa 
agaatgaata 



960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1908 



INFORMATION FOR SEQ ID NO: 4: 

(a) SEQUENCE CHARACTERISTICS: 

<212> DNA 

<213> Homo sapiens 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 4: 



ccacgcgtcc 
tcctatgtat 
ctaataaaaa 
acaggaaaac 
gatattcccc 
ggaatgtggg 
ggttgggagt 
ctgtcagttc 
gtgggggacc 

caattttatc 
tccttcaacc 
ggcctggggg 
agaagagacc 
ggtgttgctt 
aatgaaccca 
ccagacatgg 
gtttattctc 
ctggagaaca 
gaatcagaag 
tatgaaaatg 
ctgtcatttt 
attgaactgc 
aaaaaaaaa 



ggtcctgaac 
cagttttccc 
attataggat 
aatcagatga 
tcaaacgtct 
aatggaaaat 
ttgtgaatct 
cagtgtctcg 
tgctggagct 
atgaggatgt 
tctctttgac 
cccagtgcag 
tcatgacagc 
tgctgttgta 
gaggggcttc 
aggagctgca 
aggtctggag 
aggactccca 
ggaagatcaa 
cttgaggctt 
tgtcctgatg 
tgctacatcc 



tgggctgaat 
aggaacaact 
acaaaagaaa 
gaacaacaga 
aaatatattg 
atgcaacagc 
attgaggcat 
ccctgtcctc 
tcactgtgag 
cacccttggg 
tgcagaacat 
tgaggcagtg 

tggagttctc 

tgccttgttc 
caggccaaat 
gccagtgtat 
catgcagcag 
agtcatctac 
cagcaaggat 
atcacctgcc 
atgtttcttc 
agacactgtg 



aaacatacct 
ataatattat 
aaaaagaaat 
tgaccgtgtc 
ttgagaaaat 
catggggcca 
cacaaatctt 
accctcaggt 
gccctgagag 
aacagctcgg 
tctggaaact 
ccagtctcca 
tggggactgt 
cacaagatat 
cctcaagagt 
gtcaatgtgg 
ccagaaagct 
tcttctgtga 
ggggcatcat 
acagccagaa 
tccaatatct 
caaataaatt 



aaatatatgt 
agaaatctta 
atgaagaggg 
tgcaggcagc 
tatctctaac 
ggccctttgc 
ttctgatagc 
ctcctggggc 
gctctccccc 
ccccctctgg 
actcctgtga 
tctcaggacc 
ttggtgtcct 
caggagaaag 
tcacctattc 
gctctgtaga 
cagcaaacat 
agaaatcata 
taagacttgc 
cgtgcctcag 
tcttttacct 
atttctgcta 



ttagaaatgc 
aaattatttc 
ctggatgggc 
acccagaact 
tgttctagtg 
tgagcctgca 
ccctctgtgt 
ccaggctgca 
aatcttgtac 
aggaggggcc 
ggccaacaac 
tgatggctat 
tggtttcact 
ttctgccact 
aagcccaacc 
tgtggatgtg 
caggacactt 
acacttggag 
tataaaacct 
gaggcacctc 
atcaatattc 
ccttaaaaaa 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1329 



2., 



INFORMATION FOR SEQ ID NO: 5: 

(a) SEQUENCE CHARACTERISTICS: 

<212> DNA 

<213> Homo sapiens 

(b) SEQUENCE DESCRIPTION: SEQ ID NO : 5 : 



tgctgccaaa tgggacagca cacagcctgt gcacatactg acatgtgatg ggtctcccca 60 

cgggggctgc atttcacact cctccacctn tctcaaactc taaggtcggc acttgacacc 120 

aaggtaactt ctctcctgct catgtgtcag tgtctacctg cccaagtaag tggctttcat 180 

acaccaagtc ccaagttctt cccatcctaa cagaagtaac ccagcaagtc aaggccagga 24 0 

ggaccagggg tgcagacaga acacatactg gaacacagga ggtgctcaat tactatttga 3 00 

ctgactgana aaaatgnntg antgattgag gaagaaaact gtgggtaatc aaactggcat 360 

aaaatccagt gcactcccta ggaaatccgg gaggtattct ggcttcccta agaaacaacg 42 0 

gaagagaagg agcttggatg aggaaactgt tcagcaagag gaagggcttc tcacactttc 480 

atgtgcttgt ggatcacctg aggatcctgt gaaaatacag atactgattc agtgggtctg 54 0 

cgtagagcct gagactgcca ttctaacatg ttcccagggg atgctgatgc tgctggccct 600 

gggactgcac tgcatgcatg tgaagcccta taggtctcag cagaggccca tggagaggga 66 0 

atgtgtggct ctggctgccc agggcccaac tcggttcaca cggatcgtgc tgctccctgg 72 0 

ccagcctttg gccacagcac caccagctgc tgttgctgag agagcttctt ctctgtgaca 780 

tgttggcttt catcagccac cctgggaagc ggaaagtagc tgccactatc tttgtttccc 84 0 

cacctcaggc ctcacacttt cccatgaaaa gggtgaatgt atataacctg agccctctcc 900 

Ms attcagagtt gttctcccat ctctgagcaa tgggatgttc tgttccgctt ttatgatatc 960 

jhj catcacatct tatcttgatc tttgctccca gtggattgta cagtgatgac ttttaagccc 102 0 

:z cacggccctg aaataaaatc cttccaaggg cattggaagc tcactccacc tgaaccatgg 1080 

:f cttttcatgc ttccaagtgt cagggccttg cccagataga cagggctgac tctgctgccc 114 0 

caacctttca aggaggaaac cagacacctg agacaggagc ctgtatgcag cccagtgcag 12 00 

U ccttgcagag gacaaggctg gaggcatttg tcatcactac agatatgcaa ctaaaataga 12 60 

yy cgtggagcaa gagaaatgca ttcccaccga ggccgctttt ttaggcctag ttgaaagtca 13 20 

yl agaaggacag cagcaagcat aggctcagga ttaaagaaaa aatctgctca cagtctgttc 13 8 0 

r:i tggaggtcac atcaccaaca aagctcacgc cctatgcagt tctgagaagg tggaggcacc 144 0 

5 aggctcaaaa gaggaaattt agaatttctc attgggagag taaggtaccc ccatcccaga 1500 

M< atg^taactg cacagtggca gaacaaactc caccctaatg tgggtggacc ccatccagtc 1560 

L tgttgaagg " 1569 



Ul INFORMATION FOR SEQ ID NO: 6: 

Mi (a) SEQUENCE CHARACTERISTICS: 

<212> DNA 
<2 13 > Homo sapiens 

(b) SEQUENCE DESCRIPTION: SEQ ID NO : 6 : 



ctgataacgt tcacagcccc atcctcagca cgtggattcg agtcaccgtg agaattccgg 6 0 
tatctcaccc tgtcctcacc ttcagggctc ccagggccca cactgtggtg ggggacctgc 12 0 
tggagcttca ctgtgagtcc ctgagaggct ctcccccgat cctgtaccga ttttatcatg 18 0 
aggatgtcac cctggggaac agctcagccc cctctggagg aggagcctcc ttcaacctct 240 
ctctgactgc agaacattct ggaaactact cctgtgatgc agacaatggc ctgggggccc 300 
agcacagtca tggagtgagt ctcagggtca cagttccggt gtctcgcccc gtcctcaccc 360 
tcagggctcc cggggcccag gctgtggtgg gggacccgct ggagcttcac tgtgagtccc 42 0 
tgagaggctc cttcccgatc ctgtactggt tttatcacga ggatgacacc ttggggaaca 48 0 
tctcggccca ctctggagga ggggcatcct tcaacctctc tctgactaca gaacattctg 540 
gaaactactc atgtgaggct gacaatggcc tgggggccca gcacagtaaa gtggtgacac 60 0 
tcaatgttac aggaacttcc aggaacagaa caggccttac crctgcggga atcacggggc 66 0 
tggtgstcar catcytcgtc cttgywgctg ctgctgctct gctgcattac gccagggccc 72 0 
gaaggaaacc aggaggactt tctgccactg gaacatctag tcacagtcct agtgagtgtc 780 



3 



aggagccttc ctcgtccagg 



800 



INFORMATION FOR SEQ ID NO : 7 : 

(a) SEQUENCE CHARACTERISTICS: 

<212> DNA 

<213> Homo sapiens 

(b) SEQUENCE DESCRIPTION: SEQ ID NO : 7 : 

ctcaatcagc tttatgcaga gaagaagctt actgagctca ctgctggtgc tggtgtaggc 6 0 
aagtgctgct ttggcaatct gggctgacct ggcttgtctc ctcagaactc cttctccaat 12 0 
cctggagcag gcttccatgc tgctgtgggc gtccttgctg gcctttgctc cagtctgtgg 180 
acaatctgca gctgcacaca aacctgtgat ttccgtccat cctccatgga ccacattctt 240 
caaaggagag agagtgactc tgacttgcaa tggatttcag ttctatgcaa cagagaaaac 30 0 
aacatggtat catcggcact actggggaga aaagttgacc ctgaccccag gaaacaccct 360 
cgaggttcgg gaatctggac tgtacagatg ccaggcccgg ggctccccac gaagtaaccc 420 
tgtgcgcttg ctcttttctt cagactcctt aatcctgcag gcaccatatt ctgtgtttga 480 
aggtgacaca ttggttctga gatgccacag aagaaggaaa gagaaattga ctgctgtgaa 54 0 
atatacttgg aatggaaaca ttctttccat ttctaataaa agctgggatc ttcttatccc 60 0 
acaagcaagt tcaaataaca atggcaatta tcgatgcatt ggatatggag acgagaatga 660 
tgtatttaga tcaaatttca aaataattaa aattcaagaa ctatttccac atccagagct 72 0 
iU gaaagctaca gactctcagc ctacagaggg gaattctgta aacctgagct gtgaaacaca 780 
|U gcttcctcca gagcggtcag acaccccact tcacttcaac ttcttcagag atggcgaggt 84 0 
)= catcctgtca gactggagca cgtacccgga actccagctc ccaaccgtct ggagagaaaa 900 
ctcaggatcc tattggtgtg gtgctgaaac agtgaggggt aacatccaca agcacagtcc 960 
i ctcgctacag atccatgtgc agcggatccc tgtgtctggg gtgctcctgg agacccagcc 1020 
y ctcagggggc caggctgttg aaggggagat gctggtcctt gtctgctccg tggctgaagg 10 8 0 
CO cacaggggat accacattct cctggcaccg agaggacatg caggagagtc tggggaggaa 114 0 
CP aactcagcgt tccctgagag cagagctgga gctccctgcc atcagacaga gccatgcagg 12 0 0 
III gggatactac tgtacagcag acaacagcta cggccctgtc cagagcatgg tgctgaatgt 12 6 0 
iE cactgtgaga gagaccccag gcaacagaga tggccttgtc gccgcgggag ccactggagg 13 2 0 
L gctgctcagt gctcttctcc tggctgtggc cctgctgttt cactgctggc gtcggaggaa 13 8 0 
L* gtcaggagtt ggtttcttgg gagacgaaac caggctccct cccgctccag gcccaggaga 1440 
^ gtcctcccat tccatctgcc ctgcccaggt ggagcttcag tcgttgtatg ttgatgtaca 1500 
rf ccccaaaaag ggagatttgg tatactctga gatccagact actcagctgg gagaagaaga 1560 
Jjj- ggaagctaat acctccagga cacttctaga ggataaggat gtctcagttg tctactctga 162 0 
P ggtaaagaca caacacccag ataactcagc tggaaagatc agctctaagg atgaagaaag 1680 
H ! ttaagagaat gaaaagttac gagaacgtcc tactcatgtg atttctccct tgtccaaagt 174 0 
cccaggccca gtgcagtcct tgcggcccct ggaatgatca actcattcca gctttctaat 1800 
tcttctcatg catatgcatt cactcccagg aatactcatt cgtctactct gatgttggga 1860 
tggaatggcc tctgaaagac ttcactaaaa tgaccaggat ccacagttaa gagaagaccc 192 0 
tgtagtattt gctgtgggcc tgacctaatg tattccctag ggtctgcttt agagaagggg 1980 
gataaagaga gagaaggact gttatgaaaa acagaagcac aaattttggt gaattgggat 204 0 
ttgcagagat gaaaaagact gggtgacctg gatctctgct taatacatct acaaccattg 2100 
tctcactgga gactcacttg catcagtttg tttaactgtg agtggctgca caggcactgt 2160 
gcaaacaatg aaaagcccct tcacttctgc ctgcacagct tacactgtca ggattcagtt 2220 
gcagattaaa gaacccatct ggaatggttt acagagagag gaatttaaaa gaggacatca 2280 
gaagagctgg agatgcaagc tctaggctgc gcttccaaaa gcaaatgata attatgttaa 2 34 0 
tgtcattagt gacaaagatt tgcaacatta gagaaaagag acacaaatat aaaattaaaa 2400 
acttaagtac caactctcca aaactaaatt tgaacttaaa atattagtat aaactcataa 2460 
taaactctgc cttt 2474 

SF 1271806 vl 



INFORMATION FOR SEQ ID NO : 8 : 

(a) SEQUENCE CHARACTERISTICS: 

<212> DNA 

<213> Homo sapiens 

(b) SEQUENCE DESCRIPTION: SEQ ID NO : 8 : 

gtgcagtgtc ctgactgtaa gatcaagtcc aaacctgttt tggaattgag gaaacttctc 6 0 
ttttgatctc agcccttggt ggtccaggtc ttcatgctgc tgtgggtgat attactggtc 12 0 
ctggctcctg tcagtggaca gtttgcaagg acacccaggc ccattatttt cctccagcct 18 0 
ccatggacca cagtcttcca aggagagaga gtgaccctca cttgcaaggg atttcgcttc 24 0 
tactcaccac agaaaacaaa atggtaccat cggtaccttg ggaaagaaat actaagagaa 3 00 
accccagaca atatccttga ggttcaggaa tctggagagt acagatgcca ggcccagggc 3 60 
tcccctctca gtagccctgt gcacttggat ttttcttcag cttcgctgat cctgcaagct 42 0 
ccactttctg tgtttgaagg agactctgtg gttctgaggt gccgggcaaa ggcggaagta 480 
acactgaata atactattta caagaatgat aatgtcctgg cattccttaa taaaagaact 54 0 
gacttccata ttcctcatgc atgtctcaag gacaatggtg catatcgctg tactggatat 6 00 
aaggaaagtt gttgccctgt ttcttccaat acagtcaaaa tccaagtcca aga^ccattt 660 
acacgtccag tgctgagagc cagctccttc cagcccatca gcgggaaccc agtgaccctg 72 0 
acctgtgaga cccagctctc tctagagagg tcagatgtcc cgctccggtt ccgcttcttc 78 0 
agagatgacc agaccctggg attaggctgg agtctctccc cgaatttcca gattactgcc 84 0 
atgtggagta aagattcagg gttctactgg tgtaaggcag caacaatgcc tcacagcgtc 9 00 
atatctgaca gcccgagatc ctggatacag gtgcagatcc ctgcatctca tcctgtcctc 960 
actctcagcc ctgaaaaggc tctgaatttt gagggaacca aggtgacact tcactgtgaa 102 0 
acccaggaag attctctgcg cactttgtac aggttttatc atgagggtgt ccccctgagg 1080 
cacaagtcag tccgctgtga aaggggagca tccatcagct tctcactgac tacagagaat 114 0 
tcagggaact actactgcac agctgacaat ggccttggcg ccaagcccag taaggctgtg 12 00 
agcctctcag tcactgttcc cgtgtctcat cctgtcctca acctcagctc tcctgaggac 1260 
ctgatttttg agggagccaa ggtgacactt cactgtgaag cccagagagg ttcactcccc 1320 
atcctgtacc agtttcatca tgaggatgct gccctggagc gtaggtcggc caactctgca 13 80 
ggaggagtgg ccatcagctt ctctctgact gcagagcatt cagggaacta ctactgcaca 1440 
gctgacaatg gctttggccc ccagcgcagt aaggcggtga gcctctccat cactgtccct 15 0 0 
gtgtctcatc ctgtcctcac cctcagctct gctgaggccc tgacttttga aggagccact 1560 
gtgacacttc actgtgaagt ccagagaggt tccccacaaa tcctatacca gttttatcat 162 0 
gaggacatgc ccctgtggag cagctcaaca ccctctgtgg gaagagtgtc cttcagcttc 16 8 0 
tctctgactg aaggacattc agggaattac tactgcacag ctgacaatgg ctttggtccc 1740 
cagcgcagtg aagtggtgag cctttttgtc actgttccag tgtctcgccc catcctcacc 18 0 0 
ctcagggttc ccagggccca ggctgtggtg ggggacctgc tggagcttca ctgtgaggcc 1860 
ccgagaggct ctcccccaat cctgtactgg ttttatcatg aggatgtcac cctggg^agc 192 0 
agctcagccc cctctggagg agaagcttct ttcaacctct ctctgactgc agaacattct 198 0 
ggaaactact catgtgaggc caacaatggc ctagtggccc agcacagtga cacaatatca 2 04 0 
ctcagtgtta tagttccagt atctcgtccc atcctcacct tcagggctcc cagggcccag 2100 
gctgtggtgg gggacctgct ggagcttcac tgtgaggccc tgagaggctc ctccccaatc 2160 
ctgtactggt tttatcatga agatgtcacc ctgggtaaga tctcagcccc ctctggagga 2 22 0 
ggggcctcct tcaacctctc tctgactaca gaacattctg gaatctactc ctgtgaggca 2280 
gacaatggtc tggaggccca gcgcagtgag atggtgacac tgaaagttgc aggtgagtgg 234 0 
gccctgccca ccagcagcac atctgagaac tgactgtgcc tgttctccct gcagctgaaa 2400 
atggagccac agagctcctc agggctgttt gcttgtgtgg catcccagca cacttcctgc 2460 
ctgcagaacc tccctgtgaa agtctcggat cctttgtggt atggttccag gaatctgatg 2 52 0 
tttcccagca gtcttcttga agatgatcaa agcacctcac taaaaatgca aataagactt 2580 
ttttagaaca taaactatat tctgaactga aattattaca tgaaaatgaa accaaagaat 2640 
tctgagcata tgtttctctg ccgtagaaag gattaagctg tttcttgtcc ggattcttct 2700 
ctcattgact tctaagaagc ctctactctt gagtctcttt cattactggg gatgtaaatg 2760 
ttccttacat ttccacatta aaaatcctat gttaacg 2797 

INFORMATION FOR SEQ ID NO : 9 : 



5 



(a) SEQUENCE CHARACTERISTICS: 

<212> DNA 

<213> Homo sapiens 

(b) SEQUENCE DESCRIPTION: SEQ ID NO : 9 : 

gtgcagtgtc ctgactgtaa gatcaagtcc aaacctgttt tggaattgag gaaacttctc 60 
ttttgatctc agcccttggt ggtccaggtc ttcatgctgc tgtgggtgat attactggtc 12 0 
ctggctcctg tcagtggaca gtttgcaagg acacccaggc ccattatttt cctccagcct 180 
ccatggacca cagtcttcca aggagagaga gtgaccctca cttgcaaggg atttcgcttc 240 
tactcaccac agaaaacaaa atggtaccat cggtaccttg ggaaagaaat actaagagaa 3 00 
accccagaca atatccttga ggttcaggaa tctggagagt acagatgcca ggcccagggc 3 60 
tcccctctca gtagccctgt gcacttggat ttttcttcag cttcgctgat cctgcaagct 420 
ccactttctg tgtttgaagg agactctgtg gttctgaggt gccgggcaaa ggcggaagta 480 
acactgaata atactattta caagaatgat aatgtcctgg cattccttaa taaaagaact 540 
gacttccata ttcctcatgc atgtctcaag gacaatggtg catatcgctg tactggatat 60 0 
aaggaaagtt gttgccctgt ttcttccaat acagtcaaaa tccaagtcca agagccattt 660 
acacgtccag tgctgagagc cagctccttc cagcccatca gcgggaaccc agtgaccctg 72 0 
acctgtgaga cccagctctc tctagagagg tcagatgtcc cgctccggtt ccgcttcttc 780 
agagatgacc agaccctggg attaggctgg agtctctccc cgaatttcca gattactgcc 840 
atgtggagta aagattcagg gttctactgg tgtaaggcag caacaatgcc tcacagcgtc 900 
atatctgaca gcccgagatc ctggatacag gtgcagatcc ctgcatctca tcctgtcctc 960 
actctcagcc ctgaaaaggc tctgaatttt gagggaacca aggtgacact tcactgtgaa 102 0 
acccaggaag attctctgcg cactttgtac aggttttatc atgagggtgt ccccctgagg 1080 
cacaagtcag tccgctgtga aaggggagca tccatcagct tctcactgac tacagagaat 1140 
tcagggaact actactgcac agctgacaat ggccttggcg ccaagcccag taaggctgtg 1200 
agcctctcag tcactgttcc cgtgtctcat cctgtcctca acctcagctc tcctgaggac 1260 
ctgatttttg agggagccaa ggtgacactt cactgtgaag cccagagagg ttcactcccc 1320 
atcctgtacc agtttcatca tgaggatgct gccctggagc gtaggtcggc caactctgca 13 8 0 
gga-ggagtgg ccatcagctt ctctctgact gcagagcatt cagggaacta ctactgcaca 1440 
gctgacaatg gctttggccc ccagcgcagt aaggcggtga gcctctccat cactgtccct 15 00 
gtgtctcatc ctgtcctcac cctcagctct gctgaggccc tgacttttga aggagccact 1560 
gtgacacttc actgtgaagt ccagagaggt tccccacaaa tcctatacca gttttatcat 1620 
gaggacatgc ccctgtggag cagctcaaca ccctctgtgg gaagagtgtc cttcagcttc 1680 
tctctgactg aaggacattc agggaattac tactgcacag ctgacaatgg ctttggtccc 174 0 
cagcgcagtg aagtggtgag cctttttgtc actggtaagt gctgggttct tgccagtcac 1800 
ccacccctgg ctgagttctc tctcacccat tcctttaaaa atctgtttgc actgtccagt 1860 
ttcctcccct aatcaactta atccccttct tggcttcctc ctcaactaac tagctggggt 1920 
tttccgtact cataagtcct ggctcagcca gacccctaaa acagctcagt agattcccca 1980 
gcttttacca aatgaattta tttattgtat tttctcctca ttccttgtat gttccaacag 2040 
tacgccaatt tttcttgatg cacggagcgt gtcctacttc tctactgaca tttacatatt 2100 
aacttagcta caagcacagt cttatagata aatattggtc aagaccttaa attctccaaa 2160 
ggatttccaa tcttatggta gatttggaga aagctgctgg tgaacaaagg gggaaatggc 2220 
tccctaggaa ccaactcctc aaacttctgg agtttttatg atcccttgtt ttctaacctg 2280 
ctaaaatcag tatcatttta ttgtattatt ttaaaaaaac tattgttgaa gtatgacata 2340 
cattcaagaa acgtgtgcaa attgtatgtg tacgatttgg tgtcttttta ggagctaagt 2400 
tgcttctgtt tttacttgaa tctttgttta tagaaactgg gggaaagttt actttctttt 2460 
cagagaagcc aaatggtatg atagaaaaat cttgagcctg atgtgtcaga catgccccta 2520 
gcataacttg ttgagtaaag aggttatttt taaaatgtga atgttctgag actactccaa 2580 
agtcagagcc aaatctacta ggaagcttct agacttcact cattctgcat cccattacta 2640 
tctttttatc catgttttac tttcttctca tattcagcag catcttaagc ctctttattt 2700 
tctgtttctt gactgtcacc cttaatgcca gtagaatgta agcttcatga gaacagaact 2760 
gcatccatct tggtcttcac aacatccctg tgcctactca gtgtttggca cacagtaggt 2820 
cctcagtcaa catttgtaat ttagtggaca gatgatatga caagatgata agaggggatt 2880 
taaaaaaatc atctagcaaa gcccaagagg aaaaaaaaca aagctatttt agaaatgaaa 2 940 
taccaatttg aagcagtaag aatagattgg atatctttga aaaccattaa ttgaatgaag 3 00 0 
aaccaatttg agaaaacaat acagaatgca aagtagaaag atacagaaat aaaggcaaaa 3 0 60 




gttataatat ggaaatcaga caatggattt gtctgtatcc agttatgtgg ataattaaaa 312 0 
tggagaccct cagaaaattg aaccgaagag taaaatgaaa ctcaaaaatg tagtagaaat 3180 
tgttgggaag taaagaaaac ttgaatatgt agatcagaac atatatgttg atgacgttat 3 240 
tgactttgag gttaaaaata tatatatgtg cctatgatta tggggaaaaa agcagtcgtc 33 00 
tcagaaagaa aaacatcaag ttagtcttag actttgcagt gcactcagta ccaaagagag 33 60 
aggaggccag acttggacct gcgagggaag aataataacc gaaaatttta tatcaattca 342 0 
aaaagacatt gtcaaaaata cagggattca ggaaactgag aatgcactaa gccttctgga 3480 
aaaaacacct aatgacaaaa tctagcccaa caagatgtaa atgaatataa aggactcata 3 54 0 
atgaggaaac cgcattatga ctggctctca accctggccg catattagac tcgtcaaaga 3 600 
cctttgtaaa aggtcacaca ttgactcgtc aaagcccctc tccagactaa ttcaattcag 3 660 
aatctcacag atggggccac agaatcagta ttttttgaca caacctcaag tgagaatatt 3 72 0 
gtgtagacaa gattggaaac cactgattta gatatagaaa caaaggctaa tcaactgtga 3 78 0 
gaattatggt cacagaatag aaagtaacta ttatgaacac tgaaaatgta aaaaaaatgt 3 84 0 
aacaaagaaa aatagttaga ggaaggagag gaagtaaagg aacaatcatt ttctcatgat 3 90 0 
tattattatt tcagagtaaa ttgtgagtta tttcacaatt caaaaagaat ggactgtttt 3 960 
aaaaaattag taatagattt caaaatgtcc attttgtaaa tcgtttctga atactttgtc 4020 
aacagttact catcattaat ggcttatact tcactaaaat tccatggaaa accaactagt 4080 
agcctgtaga gtcacatagg agagaacaag tgaattcttt gggtggcgca agcatagatg 414 0 
ttaggactga caaaaaaaaa taataaaaat aaacctgtgc attgatatga tcacaaatga 42 00 
tcagggaaag aggaaacaga aactctcata cgccattatt acaagtgtaa attggttcaa 4260 
ccttttcgtc ttaattgaca cattgtaatt gtatatattt atggaagcac agtttgatat 4 32 0 
tttgatatac atacatggta tataacgatc aaattaggat atttaatgta cccatcatct 4 3 80 
catgcattta tcatttcttt ggaataaaaa cattcaaaag cc 4422 

INFORMATION FOR SEQ ID NO: 10: 

(a) * SEQUENCE CHARACTERISTICS: 

<212> DNA 

<213> Homo sapiens 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:10: 

gtgcagtgtc ctgactgtaa gatcaagtcc aaacctgttt tggaattgag gaaacttctc 60 
ttttgatctc agcccttggt ggtccaggtc ttcatgctgc tgtgggtgat attactggtc 12 0 
ctggctcctg tcagtggaca gtttgcaagg acacccaggc ccattatttt cctccagcct 180 
ccatggacca cagtcttcca aggagagaga gtgaccctca cttgcaaggg atttcgcttc 24 0 
tactcaccac agaaaacaaa atggtaccat cggtaccttg ggaaagaaat actaagagaa 3 00 
accccagaca atatccttga ggttcaggaa tctggagagt acagatgcca ggcccagggc 3 60 
tcccctctca gtagccctgt gcacttggat ttttcttcag cttcgctgat cctgcaagct 42 0 
ccactttctg tgtttgaagg agactctgtg gttctgaggt gccgggcaaa ggcggaagta 4 80 
acactgaata atactattta caagaatgat aatgtcctgg cattccttaa taaaagaact 54 0 
gacttccata ttcctcatgc atgtctcaag gacaatggtg catatcgctg tactggatat 60 0 
aaggaaagtt gttgccctgt ttcttccaat acagtcaaaa tccaagtcca agagccattt 660 
acacgtccag tgctgagagc cagctccttc cagcccatca gcgggaaccc agtgaccctg 72 0 
acctgtgaga cccagctctc tctagagagg tcagatgtcc cgctccggtt ccgcttcttc 780 
agagatgacc agaccctggg attaggctgg agtctctccc cgaatttcca gattactgcc 84 0 
atgtggagta aagattcagg gttctactgg tgtaaggcag caacaatgcc tcacagcgtc 900 
atatctgaca gcccgagatc ctggatacag gtgcagatcc ctgcatctca tcctgtcctc 960 
actctcagcc ctgaaaaggc tctgaatttt gagggaacca aggtgacact tcactgtgaa 102 0 
acccaggaag attctctgcg cactttgtac aggttttatc atgagggtgt ccccctgagg 10 80 
cacaagtcag tccgctgtga aaggggagca tccatcagct tctcactgac tacagagaat 114 0 
tcagggaact actactgcac agctgacaat ggccttggcg ccaagcccag taaggctgtg 12 0 0 
agcctctcag tcactgttcc cgtgtctcat cctgtcctca acctcagctc tcctgaggac 12 60 
ctgatttttg agggagccaa ggtgacactt cactgtgaag cccagagagg ttcactcccc 13 2 0 
atcctgtacc agtttcatca tgaggatgct gccctggagc gtaggtcggc caactctgca 13 8 0 
99 a gg a gtgg ccatcagctt ctctctgact gcagagcatt cagggaacta ctactgcaca 1440 
qctqacaatg gctttggccc ccagcgcagt aaggcggtga gcctctccat cactgtccct 15 00 



gtgtctcatc ctgtcctcac cctcagctct gctgaggccc tgacttttga aggagccact 1560 
gtgacacttc actgtgaagt ccagagaggt tccccacaaa tcctatacca gttttatcat 162 0 
gaggacatgc ccctgtggag cagctcaaca ccctctgtgg gaagagtgtc cttcagcttc 1680 
tctctgactg aaggacattc agggaattac tactgcacag ctgacaatgg ctttggtccc 17 4 0 
cagcgcagtg aagtggtgag cctttttgtc actgttccag tgtctcgccc catcctcacc 1800 
ctcagggttc ccagggccca ggctgtggtg ggggacctgc tggagcttca ctgtgaggcc i860 
ccgagaggct ctcccccaat cctgtactgg ttttatcatg aggatgtcac cctggggagc 1920 
agctcagccc cctctggagg agaagcttct ttcaacctct ctctgactgc agaacattct 198 0 
ggaaactact catgtgaggc caacaatggc ctagtggccc agcacagtga cacaatatca 2040 
ctcagtgtta tagttccagt atctcgtccc atcctcacct tcagggctcc cagggcccag 2100 
gctgtggtgg gggacctgct ggagcttcac tgtgaggccc tgagaggctc ctccccaatc 2160 
ctgtactggt tttatcatga agatgtcacc ctgggtaaga tctcagcccc ctctggagga 222 0 
ggggcctcct tcaacctctc tctgactaca gaacattctg gaatctactc ctgtgaggca 2280 
gacaatggtc tggaggccca gcgcagtgag atggtgacac tgaaagttgc agttccggtg 234 0 
tctcgcccgg tcctcaccct cagggctccc gggacccatg ctgcggtggg ggacctgctg 24 00 
gagcttcact gtgaggccct gagaggctct cccctgatcc tgtaccggtt ttttcatgag 2460 
gatgtcaccc taggaaatag gtcgtccccc tctggaggag cgtccttaaa cctctctctg 2520 
actgcagagc actctggaaa ctactcctgt gaggccgaca atggcctcgg ggcccagcgc 258 0 
agtgagacag tgacacttta tatcacaggg ctgaccgcga acagaagtgg cccttttgcc 2 640 
acaggagtcg ccgggggcct gctcagcata gcaggccttg ctgcgggggc actgctgctc 2700 
tactgctggc tctcgagaaa agcagggaga aagcctgcct ctgaccccgc caggagccct 2760 
tcagactcgg actcccaaga gcccacctat cacaatgtac cagcctggga agagctgcaa 2 82 0 
ccagtgtaca ctaatgcaaa tcctagagga gaaaatgtgg tttactcaga agtacggatc 28 8 0 
atccaagaga aaaagaaaca tgcagtggcc tctgacccca ggcatctcag gaacaagggt 2 94 0 
tcccctatca tctactctga agttaaggtg gcgtcaaccc cggtttccgg atccctgttc 3 000 
ttggcttcct cagctcctca cagatgagtc cacacgtctc tccaactgct gtttcagcct 3060 
ctgcacccca aagttcccct tgggggagaa gcagcattga agtgggaaga tttaggctgc 312 0 
cccagaccat atctactggc ctttgtttca catgtcctca ttctcagtct gaccagaatg 318 0 
cagggccctg ctggactgtc acctgtttcc cagttaaagc cctgactggc aggtttttta 324 0 
atccagtggc aaggtgctcc cactccaggg cccagcacat ctcctggatt ccttagtggg 33 0 0 
cttcagctgt ggttgctgtt ctgagtactg ctctcatcac acccccacag agggggtctt 33 60 
accacacaaa gggagagtgg gccttcagga gatgccgggc tggcctaaca gctcaggtgc 342 0 
tcctaaactc cgacacagag ttcctgcttt gggtggatgc atttctcaat tgtcatcagc 34 80 
ctggtggggc tactgcagtg tgctgccaaa tgggacagca cacagcctgt gcacatggga 3540 
catgtgatgg gtctccccac gggggctgca tttcacactc ctccacctgt ctcaaactct 3600 
aaggtcggca cttgacacca aggtaacttc tctcctgctc atgtgtcagt gtctacctgc 3660 
ccaagtaagt ggctttcata caccaagtcc cgaagttctt cccatcctaa cagaagtaac 3 72 0 
ccagcaagtc aaggccagga ggaccagggg tgcagacaga acacatactg gaacacagga 37 80 
ggtgctcaat tactatttga ctgactgact gaatgaatga atgaatgagg aagaaaactg 384 0 
tgggtaatca aactggcata aaatccagtg cactccctag gaaatccggg aggtattctg 3 900 
gcttcctaag aaacaacgga agagaaggag cttggatgaa gaaactgttc agcaagaaga 3 960 
agggcttctt cacactttta tgtgcttgtg gatcacctga ggatctgtga aaatacagat 4 020 
actgattcag tgggtctgtg tagagcctga gactgccatt ctaacatgtt cccaggggat 4 080 
gctgatgctg ctggccctgg gactgcactg catgcatgtg aagccctata ggtctcagca 4140 
gaggcccatg gagagggaat gtgtggctct ggctgcccag ggcccaactc ggttcacacg 4200 
gatcgtgctg ctccctggcc agcctttggc cacagcacca ccagctgctg ttgctgagag 42 60 
agcttcttct ctgtgacatg ttggctttca tcagccaccc tgggaagcgg aaagtagctg 4 32 0 
ccactatctt tgtttcccca cctcaggcct cacactttcc catgaaaagg gtgaatgtat 43 80 
ataacctgag ccctctccat tcagagttgt tctcccatct ctgagcaatg ggatgttctg 4440 
ttccgctttt atgatatcca tcacatctta tcttgatctt tgctcccagt ggattgtaca 45 00 
gtgatgactt ttaagcccca cggccctgaa ataaaatcct tccaagggca ttggaagctc 4560 
actccacctg aaccatggct tttcatgctt ccaagtgtca gggccttgcc cagatagaca 462 0 
gggctgactc tgctgcccca acctttcaag gaggaaacca gacacctgag acaggagcct 4680 
gtatgcagcc cagtgcagcc ttgcagagga caaggctgga ggcatttgtc atcactacag 4740 
atatgcaact aaaatagacg tggagcaaga gaaatgcatt cccaccgagg ccgctttttt 4800 
aggcctagtt gaaagtcaag aaggacagca gcaagcatag gctcaggatt aaagaaaaaa 4 8 60 
atctgctcac agtctgttct ggaggtcaca tcaccaacaa agctcacgcc ctatgcagtt 492 0 



ctgagaaggt ggaggcacca ggctcaaaag aggaaattta gaatttctca ttgggagagt 4 98 0 
aaggtacccc catcccagaa tgataactgc acagtggcag aacaaactcc accctaatgt 5 04 0 
gggtggaccc catccagtct gttgaaggcc tgaatgtaac aaaagggctt attcttcctc 510 0 
aagtaagggg gaactcctgc tttgggctgg gacataagtt tttctgcttt cagacgcaaa 5160 
ctgaaaaatg gctcttcttg ggtcttgagc ttgctggcat atggactgaa agaaactatg 522 0 
ctattggatc tcctggatct ccagcttgct gactgcagat cttgagatat gtcagcctct 52 80 
acagtcacaa gagctaattc attctaataa accaatcttt c 5321 

INFORMATION FOR SEQ ID NO: 11: 

(a) SEQUENCE CHARACTERISTICS : 

<212> DNA 

<213> Homo sapiens 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 11: 

agtgaagggg tttcccatat gaaaaataca gaaagaatta tttgaatact agcaaataca 60 
caacttgata tttctagaga acccaggcac agtcttggag acattactcc tgagagactg 12 0 
cagctgatgg aagatgagcc ccaacttcta aaaatgtatc actaccggga ttgagataca 18 0 
aacagcattt aggaaggtct catctgagta gcagcttcct gccctccttc ttggagataa 24 0 
gtcgggcttt tggtgagaca gactttccca accctctgcc cggccggtgc ccatgcttct 3 00 
gtggctgctg ctgctgatcc tgactcctgg aagagaacaa tcaggggtgg ccccaaaagc 3 60 
tgtacttctc ctcaatcctc catggtccac agccttcaaa ggagaaaaag tggctctcat 42 0 
atgcagcagc atatcacatt ccctagccca gggagacaca tattggtatc acgatgagaa 480 
gttgttgaaa ataaaacatg acaagatcca aattacagag cctggaaatt accaatgtaa 54 0 
gacccgagga tcctccctca gtgatgccgt gcatgtggaa ttttcacctg actggctgat 60 0 
cctgcaggct ttacatcctg tctttgaagg agacaatgtc attctgagat gtcaggggaa 660 
agacaacaaa aacactcatc aaaaggttta ctacaaggat ggaaaacagc ttcctaatag 72 0 
ttataattta gagaagatca cagtgaattc agtctccagg gataatagca aatatcattg 7 80 
tactgcttat aggaagtttt acatacttga cattgaagta acttcaaaac ccctaaatat 840 
ccaagttcaa gagctgtttc tacatcctgt gctgagagcc agctcttcca cgcccataga 900 
ggggagtccc atgaccctga cctgtgagac ccagctctct ccacagaggc cagatgtcca 960 
gctgcaattc tccctcttca gagatagcca gaccctcgga ttgggctgga gcaggtcccc 102 0 
cagactccag atccctgcca tgtggactga agactcaggg tcttactggt gtgaggtgga 1080 
gacagtgact cacagcatca aaaaaaggag cctgagatct cagatacgtg tacagagagt 1140 
ccctgtgtct aatgtgaatc tagagatccg gcccaccgga gggcagctga ttgaaggaga 12 0 0 
aaatatggtc cttatttgct cagtagccca gggttcaggg actgtcacat tctcctggca 1260 
caaagaagga agagtaagaa gcctgggtag aaagacccag cgttccctgt tggcagagct 13 2 0 
gcatgttctc accgtgaagg agagtgatgc agggagatac tactgtgcag ctgataacgt 13 8 0 
tcacagcccc atcctcagca cgtggattcg agtcaccgtg agaattccgg tatctcaccc 144 0 
tgtcctcacc ttcagggctc ccagggccca cactgtggtg ggggacctgc tggagcttca 1500 
ctgtgagtcc ctgagaggct ctcccccgat cctgtaccga ttttatcatg aggatgtcac 1560 
cctggggaac agctcagccc cctctggagg aggagcctcc ttcaacctct ctctgactgc 162 0 
agaacattct ggaaactact cctgtgatgc agacaatggc ctgggggccc agcacagtca 16 8 0 
tggagtgagt ctcagggtca cagttccggt gtctcgcccc gtcctcaccc tcagggctcc 174 0 
cggggcccag gctgtggtgg gggacctgct ggagcttcac tgtgagtccc tgagaggctc 18 0 0 
cttcccgatc ctgtactggt tttatcacga ggatgacacc ttggggaaca tctcggccca 186 0 
ctctggagga ggggcatcct tcaacctctc tctgactaca gaacattctg gaaactactc 1920 
atgtgaggct gacaatggcc tgggggccca gcacagtaaa gtggtgacac tcaatgttac 198 0 
aggaacttcc aggaacagaa caggccttac cgctgcggga atcacggggc tggtgctcag 2 04 0 
catcctcgtc cttgctgctg ctgctgctct gctgcattac gccagggccc gaaggaaacc 210 0 
aggaggactt tctgccactg gaacatctag tcacagtcct agtgagtgtc aggagccttc 2160 
ctcgtccagg ccttccagga tagaccctca agagcccact cactctaaac cactagcccc 222 0 
aatggagctg gagccaatgt acagcaatgt aaatcctgga gatagcaacc cgatttattc 22 8 0 
ccagatctgg agcatccagc atacaaaaga aaactcagct aattgtccaa tgatgcatca 234 0 
agagcatgag gaacttacag tcctctattc agaactgaag aagacacacc cagacgactc 24 00 
tacaqqqqaq QCtaacacrca qaqqcaqqqc ccatqaaqaa gatgatgaag aaaactatga 246 0 



gaatgtacca cgtgtattac tggcctcaga ccactagccc cttacccaga gtggcccaca 2520 
ggaaacagcc tgcaccattt ttttttctgt tctctccaac cacacatcat ccatctctcc 2580 
agactctgcc tcctacgagg ctgggctgca gggtatgtga ggctgagcaa aaggtctgca 2 640 
aacctcccct gtgcctgatc tgtgtgttcc ccaggaagag agcaggcagc ctctgagcaa 270 0 
gcactgtgtt attttcacag tggagacacg tggcaaggca ggagggccct cagctcctag 2 7 60 
ggctgtcgaa tagaggagga gagagaaatg gtctagccag ggttacaagg gcacaatcat 2820 
gaccatttga tccaagtgtg atcgaaagct gttaatgtgc tctctgtata aacaatttgc 2 8 80 
tccaaatatt ttgtttccct tttttgtgtg gctggtagtg gcattgctga tgttttggtg 2940 
tatatgctgt atccttgcta ccatattggg 2 970 

INFORMATION FOR SEQ ID NO: 12: 

(a) SEQUENCE CHARACTERISTICS: 

<212> DNA 

<213> Homo sapiens 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 12: 

tggtgaccaa gagtacatct cttttcaaat agctggatta ggtcctcatg ctgctgtggt 60 
cattgctggt catctttgat gcagtcactg aacaggcaga ttcgctgacc cttgtggcgc 12 0 
cctcttctgt cttcgaagga gacagcatcg ttctgaaatg ccagggagaa cagaactgga 180 
aaattcagaa gatggcttac cataaggata acaaagagtt atctgttttc aaaaaattct 240 
cagatttcct tatccaaagt gcagttttaa gtgacagtgg taactatttc tgtagtacca 3 00 
aaggacaact ctttctctgg gataaaactt caaatatagt aaagataaaa gtccaagagc 3 60 
tctttcaacg tcctgtgctg actgccagct ccttccagcc catcgaaggg ggtccagtga 420 
gcctgaaatg tgagacccgg ctctctccac agaggttgga tgttcaactc cagttctgct 480 
tcttcagaga aaaccaggtc ctggggtcag gctggagcag ctctccggag ctccagattt 54 0 
ctgccgtgtg gagtgaagac acagggtctt actggtgcaa ggcagaaacg gtgactcaca 600 
ggatcagaaa acagagcctc caatcccaga ttcacgtgca gagaatcccc atctctaatg 660 
taagcttgga gatccgggcc cccgggggac aggtgactga aggacaaaaa ctgatcctgc 72 0 
tctgctcagt ggctgggggt acaggaaatg tcacattctc ctggtacaga gaggccacag 78 0 
gaaccagtat gggaaagaaa acccagcgtt ccctgtcagc agagctggag atcccagctg 84 0 
tgaaagagag tgatgccggc aaatattact gtagagctga caacggccat gtgcctatcc 900 
agagcaaggt ggtgaatatc cctgtgagaa ttccagtgtc tcgccctgtc ctcaccctca 960 
ggtctcctgg ggcccaggct gcagtggggg acctgctgga gcttcactgt gaggccctga 102 0 
gaggctctcc cccaatcttg taccaatttt atcatgagga tgtcaccctt gggaacagct 108 0 
cggccccctc tggaggaggg gcctccttca acctctcttt gactgcagaa cattctggaa 114 0 
actactcctg tgaggccaac aacggcctgg gggcccagtg cagtgaggca gtgccagtct 12 00 
ccatctcagg acctgatggc tatagaagag acctcatgac agctggagtt ctctggggac 12 60 
tgtttggtgt ccttggtttc actggtgttg ctttgctgtt gtatgccttg ttccacaaga 13 2 0 
tatcaggaga aagttctgcc actaatgaac ccagaggggc ttccaggcca aatcctcaag 13 80 
agttcaccta ttcaagccca accccagaca tggaggagct gcagccagtg tatgtcaatg 144 0 
tgggctctgt agatgtggat gtggtttatt ctcaggtctg gagcatgcag cagccagaaa 15 0 0 
gctcagcaaa catcaggaca cttctggaga acaaggactc ccaagtcatc tactcttctg 1560 
tgaagaaatc ataacacttg gaggaatcag aagggaagat caacagcaag gatggggcat 1620 
cattaagact tgctataaaa ccttatgaaa atgcttgagg cttatcacct gccacagcca 1680 
gaacgtgcct caggaggcac ctcctgtcat ttttgtcctg atgatgtttc ttctccaata 1740 
tcttctttta cctatcaata ttcattgaac tgctgctaca tccagacact gtgcaaataa 1800 
attatttctg ctaccttctc ttaagcaatc agtgtgtaaa gatttgaggg aagaatgaat 1860 
aagagataca aggtctcacc ttcatctact gtgaagtgat gagaacagga cttgatagtg 1920 
gtgtattaac ttatttatgt gctgctggat acagtttgct aatattttgt tgagaatttt 1980 
tgcaaatatg ttcattggga atattggcct gaaattttct tttccactgt gtctctgcca 2040 
gaatgtttgt atcaggctga tgctggcttc atagaatgag ttaggcagga gcccttcctc 2100 
cttgattttt tggcatagtt tcagcaggat tggtaccagt tattctttct gcatcttgta 2160 
gaattcagct atgaatccat ctggtctagg gcttttgtgt tggttggtaa gttttttatt 2220 
actaattcaa cttcagcgct tgatattggt ctaggagggg tttctgtctc ttcctggttc 2280 
aatcttaaaa aattatatat ttccaqqaat ttagccgttt cctccagatt ttcttcttta 2340 



tgtgcatcga cttgagtgta aacataactt 
gacttgcttt attgcagcat ttgttttatt 
accaaagtat gcatatagtt gcaaaaatgt 
caataaacta tgatattact tttgtaagta 



atatgcactg ggaaaccaaa aaatctgtgt 24 0 0 
ttggtagtct ggaactgaac ctgcaatatc 24 60 
gatttttgac atagtaaata tgagtatttg 2520 
tatagaataa aatgtaaata atctataaaa 2 580 



INFORMATION FOR SEQ ID NO: 13: 

(a) SEQUENCE CHARACTERISTICS: 

<212> DNA 

<213> Homo sapiens 

(b) SEQUENCE DESCRIPTION: SEQ ID NO : ij. 

gaggcatctc taggtaccat ccctgacctg gtcctcatgc tgccgaggct gttgctgttg 60 
atctgtgctc cactctgtga acctgccgag ctgtttttga tagccagccc ctcccatccc 12 0 
acagagggga gcccagtgac cctgacgtgt aagatgccct ttctacagag ttcagatgcc 180 
cagttccagt tctgcttttt cagagacacc cgggccttgg gcccaggctg gagcagctcc 240 
cccaagctcc agatcgctgc catgtggaaa gaagacacag ggtcatactg gtgcgaggca 300 
cagacaatgg cgtccaaagt cttgaggagc aggagatccc agataaatgt gcacagggtc 3 60 
cctgtcgctg atgtgagctt ggagactcag cccccaggag gacaggtgat ggagggagac 42 0 
aggctggtcc tcatctgctc agttgctatg ggcacaggag acatcacctt cctttggtac 4 80 
aaaggggctg taggtttaaa ccttcagtca aagacccagc gttcactgac agcagagtat 54 0 
gagattcctt cagtgaggga gagtgatgct gagcaatatt actgtgtagc tgaaaatggc 600 
tatggtccca gccccagtgg gctggtgagc atcactgtca gaatcccggt gtctcgccca 660 
atcctcatgc tcagggctcc cagggcccag gctgcagtgg aggatgtgct ggagcttcac 72 0 
tgtgaggccc tgagaggctc tcctccaatc ctgtactggt tttatcacga ggatatcacc 78 0 
ctggggagca ggtcggcccc ctctggagga ggagcctcct tcaacctttc cctgactgaa 84 0 
gaacattctg gaaactactc ctgtgaggcc aacaatggcc tgggggccca gcgcagtgag 900 
gcggtgacac tcaacttcac agtgcctact ggggccagaa gcaatcatct tacctcagga 960 
gtcattgagg ggctgctcag cacccttggt ccagccaccg tggccttatt attttgctac 102 0 
ggcctcaaaa gaaaaatagg aagacgttca gccagggatc cactcaggag ccttcccagc 10 80 
cctctacccc aagagttcac ctacctcaac tcacctaccc cagggcagct acagcctata 1140 
tatgaaaatg tgaatgttgt aagtggggat gaggtttatt cactggcgta ctataaccag 12 0 0 
ccggagcagg aatcagtagc agcagaaacc ctggggacac atatggagga caaggtttcc 1260 
ttagacatct attccaggct gaggaaagca aacattacag atgtggacta tgaagatgct 1320 
atgtaaggtt atggaagatt ctgctctttg aaaaccatcc atgaccccaa gcctcaggcc 13 80 
tgatatgttc ttcagagatc ctggggcatt agctttccag tatacctctt ctggatgcca 144 0 
ttctccatgg cactattcct tcatctactg tgaagtgaag ttggcgcagc cctgaagaaa 1500 
ctacctagga gaactaatag acacaggagt gacagggact ttgttatcag aaccagattc 1560 
ctgccggctc ctttgaaaac aggtcatatt gtgctcttct gtttacaaga ggaaacaaga 162 0 
tggaataaaa gaaattggga tcttgggttg gagggacagt gaagcttaga gcacatgaac 168 0 
tcaaggttag tgactctgca ggacttcaca gagagagctg tgcccatcat tcagtccaag 1740 
tgctttctct gcccagacag cacagaactc cagccccgct acttacatgg atcatcgagt 1800 
ttccacctaa aatatgattc tatttatttt gagtcactgt taccaaatta gaactaaaac 1860 
aaagttacat aaaaagttat tgtgactcca cttaatttta gtgacgtatt tttgtatata 192 0 
taggccaacc tataccacat ccaaaattat gtatctatta cagcccctag aagctttata 1980 
aatacagtgt gtcttctttt attcacaaaa tttttgaaat cgtggtaata tggtttgaaa 2040 
cctgtatctt aattattttt tttttaaatt gagacagggt ctcactctgt cactcaatct 2100 
ggaatgcagt ggcacaatct tgcctcactg caacgcctgc ctctcaggct caagcaaac'c 216 0 
tctcacctca gcctgctgag tagctgggac tacaggcaca tgccaccaaa cttggccatt 2220 
ttttgtctta cgtagagaca agatttcacc gttttgccca ggctggtctc aaactcctgg 2280 
gctcaagcaa tgtattgaat ttt 2303 

SF 1271810 vl 



INFORMATION FOR SEQ ID NO : 14 : 

(a) SEQUENCE CHARACTERISTICS: 

<212> PRT 

<213> Homo sapiens 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 14: 

Met Gly Lys Lys Thr Gin Arg Ser Leu Ser Ala Glu Leu Glu lie Pro 
5 10 15 

Ala Val Lys Glu Ser Asp Ala Gly Lys Tyr Tyr Cys Arg Ala Asp Asn 
20 25 30 

Gly His Val Pro lie Gin Ser Lys Val Val Asn lie Pro Val Arg lie 
3 5 40 45 

Pro Val Ser Arg Pro Val Leu Thr Leu Arg Ser Pro Gly Ala Gin Ala 
50 55 60 

Ala Val Gly Asp Leu Leu Glu Leu His Cys Glu Ala Leu Arg Gly Ser 
65 70 75 80 

Pro Pro lie Leu Tyr Gin Phe Tyr His Glu Asp Val Thr Leu Gly Asn 
85 90 95 

Ser Ser Ala Pro Ser Gly Gly Gly Ala Ser Phe Asn Leu Ser Leu Thr 
100 105 110 

Ala Glu His Ser Gly Asn Tyr Ser Cys Glu Ala Asn Asn Gly Leu Gly 
115 120 125 

Ala Gin Cys Ser Glu Ala Val Pro Val Ser lie Ser Gly Pro Asp Gly 
130 135 140 

Tyr Arg Arg Asp Leu Met Thr Ala Gly Val Leu Trp Gly Leu Phe Gly 
145 150 155 160 

Val Leu Gly Phe Thr Gly Val Ala Leu Leu Leu Tyr Ala Leu Phe His 
165 170 175 

Lys lie Ser Gly Glu Ser Ser Ala Thr Asn Glu Pro Arg Gly Ala Ser 
180 185 190 

Arg Pro Asn Pro Gin Glu Phe Thr Tyr Ser Ser Pro Thr Pro Asp Met 
195 200 205 

Glu Glu Leu Gin Pro Val Tyr Val Asn Val Gly Ser Val Asp Val Asp 
210 215 220 

Val Val Tyr Ser Gin Val Trp Ser Met Gin Gin Pro Glu Ser Ser Ala 
225 230 235 240 

Asn lie Arg Thr Leu Leu Glu Asn Lys Asp Ser Gin Val lie Tyr Ser 
245 250 255 

Ser Val Lys Lys Ser 



12- 



260 



INFORMATION FOR SEQ ID NO: 15: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PRT 

<213> Homo sapiens 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 15: 

Met Trp Glu Trp Lys lie Cys Asn Ser His Gly Ala Arg Pro Phe Ala 
5 10 15 

Glu Pro Ala Gly Trp Glu Phe Val Asn Leu Leu Arg His His Lys Ser 
20 25 30 

Phe Leu lie Ala Pro Leu Cys Leu Ser Val Pro Val Ser Arg Pro Val 
35 40 45 

Leu Thr Leu Arg Ser Pro Gly Ala Gin Ala Ala Val Gly Asp Leu Leu 
50 55 60 

La Glu Leu His Cys Glu Ala Leu Arg Gly Ser Pro Pro lie Leu Tyr Gin 
pi 65 70 75 80 

2 Phe Tyr His Glu Asp Val Thr Leu Gly Asn Ser Ser Ala Pro Ser Gly 

jh ~ 85 90 95 

00 Gly Gly Ala Ser Phe Asn Leu Ser Leu Thr Ala Glu His Ser Gly Asn 
fll 100 105 110 

1 Tyr Ser Cys Glu Ala Asn Asn Gly Leu Gly Ala Gin Cys Ser Glu Ala 

:U 115 120 125 

5~ Val Pro Val Ser lie Ser Gly Pro Asp Gly Tyr Arg Arg Asp Leu Met 

y 13 0 13 5 14 0 

O Thr Ala Gly Val Leu Trp Gly Leu Phe Gly Val Leu Gly Phe Thr Gly 

y* 145 150 155 160 

Val Ala Leu Leu Leu Tyr Ala Leu Phe His Lys He Ser Gly Glu Ser 
165 170 175 

Ser Ala Thr Asn Glu Pro Arg Gly Ala Ser Arg Pro Asn Pro Gin Glu 
180 185 190 

Phe Thr Tyr Ser Ser Pro Thr Pro Asp Met Glu Glu Leu Gin Pro Val 
195 200 205 

Tyr Val Asn Val Gly Ser Val Asp Val Asp Val Val Tyr Ser Gin Val 
210 215 220 

Trp Ser Met Gin Gin Pro Glu Ser Ser Ala Asn He Arg Thr Leu Leu 
225 230 235 240 

Glu Asn Lys Asp Ser Gin Val He Tyr Ser Ser Val Lys Lys Ser 
245 250 255 



V3 



INFORMATION FOR SEQ ID NO: 16: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PRT 

<213> Homo sapiens 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 16: 

Met Gly Lys Lys Thr Gin Arg Ser Leu Ser Ala Glu Leu Glu lie Pro 
5 10 15 

Ala Val Lys Glu Ser Asp Ala Gly Lys Tyr Tyr Cys Arg Ala Asp Gly 
20 25 30 

Cys Gly 

INFORMATION FOR SEQ ID NO: 17: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PRT 

<213> Homo sapiens 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 17: 

Asn Gly His Val Pro lie Gin Ser Lys Val Val Asn lie Pro Val Arg 
5 10 15 

lie Pro Val Ser Arg Pro Val Leu Thr Leu Arg Ser Pro Gly Ala Gly 
20 25 30 

Cys Gly 

INFORMATION FOR SEQ ID NO: 18: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PRT 

<213> Homo sapiens 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 18: 

Gin Ala Ala Val Gly Asp Leu Leu Glu Leu His Cys Glu Ala Leu Arg 
5 10 15 

Gly Ser Pro Pro lie Leu Tyr Gin Phe Tyr His Glu Asp Val Thr Gly 
20 25 30 

Cys Gly 

INFORMATION FOR SEQ ID NO: 19: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PRT 

<213> Homo sapiens 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 19: 

Leu Gly Asn Ser Ser Ala Pro Ser Gly Gly Gly Ala Ser Phe Asn Leu 
5 10 15 



Ser Leu Thr Ala Glu His Ser Gly Asn Tyr Ser Cys Glu Ala Asn Gly 
20 25 30 

Cys Gly 

INFORMATION FOR SEQ ID NO: 20: 

(a) SEQUENCE CHARACTERISTICS : 

<212> PRT 

<213> Homo sapiens 

(b) SEQUENCE DESCRIPTION: SEQ ID NO : 2 0 : 

Asn Gly Leu Gly Ala Gin Cys Ser Glu Ala Val Pro Val Ser lie Ser 

5 10 15 

Gly Pro Asp Gly Tyr Arg Arg Asp Leu Met Thr Ala Gly Val Leu Trp 
20 25 30 

Gly Cys Gly 
35 

SF 1271815 vl 
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INFORMATION FOR SEQ ID NO: 21: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 21 

GVLWGLFGV 

INFORMATION FOR SEQ ID NO: 22: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 22 

LLYALFHKI 

INFORMATION FOR SEQ ID NO: 23: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 23 

GLFGVLGFT 

INFORMATION FOR SEQ ID NO: 24: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 24 

VVYSQVWSM 

INFORMATION FOR SEQ ID NO: 25: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 25 

VLGFf GVAL 

INFORMATION FOR SEQ ID NO: 26: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 26 

VLWGLFGVL 



INFORMATION FOR SEQ ID NO: 27: 

(a) SEQUENCE CHARACTERISTICS : 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 27 

YVNVGSVDV 

INFORMATION FOR SEQ ID NO: 28: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:28 

MTAGVLWGL 

INFORMATION FOR SEQ ID NO: 29: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 29 

VLTLRSPGA 

INFORMATION FOR SEQ ID NO: 30: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 30 

ELQPVYVNV 




INFORMATION FOR SEQ ID NO: 31: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 31 



LLENKDSOV 

INFORMATION FOR SEQ ID NO: 32: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 32 

AQCSEAVPV 

INFORMATION FOR SEQ ID NO: 33: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 33 



NVGSVDVDV 



INFORMATION FOR SEQ ID NO: 34: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: -SEQ ID NO: 34 

DLLELHCEA 

INFORMATION FOR SEQ ID NO: 35: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 35 

GLGAOCSEA 



if 



INFORMATION FOR SEQ ID NO: 36: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 36: 

OQPESSANI 

INFORMATION FOR SEQ ID NO: 37: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 37 

GVALLLYAL 

INFORMATION FOR SEQ ID NO: 38: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 38 



POVLGFTGV 



INFORMATION FOR SEQ ID NO: 39: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 39 

SMOOPESSA 

INFORMATION FOR SEQ ID NO: 40: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

<b) SEQUENCE DESCRIPTION: SEQ ID NO: 40 

KISGESSAT 



INFORMATION FOR SEQ ID NO: 41: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 41: 

VLWGLFGVL 

INFORMATION FOR SEQ ID NO: 42: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

<b) SEQUENCE DESCRIPTION: SEQ ID NO:42: 

GVLWGLFGV 

INFORMATION FOR SEQ ID NO: 43: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 43: 

GVALLLYAL 

INFORMATION FOR SEQ ID NO: 44: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 44: 

VVYSQVWSM 

INFORMATION FOR SEQ ID NO: 45: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 45 

YVNVGSVDV 

INFORMATION FOR SEQ ID NO: 46: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 46 

VLGFTGVAL 
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INFORMATION FOR SEQ ID NO: 47: 

(a) SEQUENCE CHARACTERISTICS : 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 47: 

LLYALFHKI 

INFORMATION FOR SEQ ID NO: 48: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 48: 

RIPVSRPVL 

INFORMATION FOR SEQ ID NO: 49: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 49 

GLFGVLGFT 

INFORMATION FOR SEQ ID NO: 50: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 50 

KWNIPVRI 

INFORMATION FOR SEQ ID NO: 51: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 51 

GVLGFTGVA 

INFORMATION FOR SEQ ID NO: 52: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 52 

NVGSVDVDV 



INFORMATION FOR SEQ ID NO: 53: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 53: 

HVPIQSKW 

INFORMATION FOR SEQ ID NO: 54: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO : 54 : 

^OFYHEDVT 

INFORMATION FOR SEQ ID NO: 55: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 55: 

LGFTGVALL 

INFORMATION FOR SEQ ID NO: 56: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 56: 

YSCEANNGL 

INFORMATION FOR SEQ ID NO: 57: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 57: 

KISGESSAT 

INFORMATION FOR SEQ ID NO: 58: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 58: 

MTAGVLWGL 



INFORMATION FOR SEQ ID NO: 59: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 59 

PVSRPVLTL 

INFORMATION FOR SEQ ID NO: 60: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 60 

AQAAVGDLL 

INFORMATION FOR SEQ ID NO: 61: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 61 

GFTGVALLL 

INFORMATION FOR SEQ ID NO: 62: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 62 

TYSSPTPDM 

INFORMATION FOR SEQ ID NO: 63: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

<b) SEQUENCE DESCRIPTION: SEQ ID NO:63: 

QFYHEDVTL 

INFORMATION FOR SEQ ID NO: 64: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 64: 

RIPVSRPVL 



INFORMATION FOR SEQ ID NO: 65: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 65: 

LYQFYHEDV 

INFORMATION FOR SEQ ID NO: 66: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 66 

AAVGDLEEL 

INFORMATION FOR SEQ ID NO: 67: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 67 

LLELHCEAL 

INFORMATION FOR SEQ ID NO: 68: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 68 

GAQAAVGDL 

INFORMATION FOR SEQ ID NO: 69: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 69 

YSCEANNGL 

INFORMATION FOR SEQ ID NO: 70: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 70 

VLWGLFGVL 



INFORMATION FOR SEQ ID NO: 71: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 71: 

MTAGVLWGL 

INFORMATION FOR SEQ ID NO : 72 : 

(a) SEQUENCE CHARACTERISTICS : 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:72 

AQAAVGDLL 

INFORMATION FOR SEQ ID NO: 73: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 73 

SSANIRTLL 

INFORMATION FOR SEQ ID NO: 74: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 74 

TQRSLSAEL 

INFORMATION FOR SEQ ID NO: 75: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 75 



SPTPDMEEL 

INFORMATION FOR SEQ ID NO: 76: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 76 



GSPPELYQF 



INFORMATION FOR SEQ ID NO: 77: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 77: 



LYALFHKIS 

INFORMATION FOR SEQ ID NO: 78: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 78: 

GYRRDLMTA 

INFORMATION FOR SEQ ID NO: 79: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 79 

GVALLLYAL 

INFORMATION FOR SEQ ID NO: 80: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 80 

KWNIPVRI 

INFORMATION FOR SEQ ID NO: 81: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 81 

LLLYALFHK 

INFORMATION FOR SEQ ID NO: 82: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 82 

LLYALFHKI 



INFORMATION FOR SEQ ID NO: 83: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:40: 

VLWGLFGVL 

INFORMATION FOR SEQ ID NO: 84: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 84: 

NIRTLLENK 

INFORMATION FOR SEQ ID NO: 85: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 85 

OVIYSSVKK 

INFORMATION FOR SEQ ID NO: 86: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 86 

aVkesdagk 

INFORMATION FOR SEQ ID NO: 87: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 87 

SQVIYSSVK 

INFORMATION FOR SEQ ID NO: 88: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 88 



DMEELQPVY 

2-1 



INFORMATION FOR SEQ ID NO: 89: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 89: 

ALLLYALFH 

INFORMATION FOR SEQ ID NO: 90: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 90: 

GLFGVLGFT 

INFORMATION FOR SEQ ID NO: 91: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 91: 

ALRGSPPIL 

INFORMATION FOR SEQ ID NO: 92: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 92 



INFORMATION FOR SEQ ID NO: 93: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 93 

GVALLLYAL 

INFORMATION FOR SEQ ID NO: 94: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 94 

FTGVALLLY 



*6 



INFORMATION FOR SEQ ID NO: 95: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 95: 

GLGAQCSEA 

INFORMATION FOR SEQ ID NO: 96: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO : 96 : 

VLGFTGVAI 



INFORMATION FOR SEQ ID NO: 97: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 97 

LLELHCEAL 

INFORMATION FOR SEQ ID NO: 98: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 98 

KWNIPVRI 

INFORMATION FOR SEQ ID NO: 99: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 99 

GVLWGLFGV 

INFORMATION FOR SEQ ID NO: 100: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 10 

MTAGVLWGL 



1S\ 



INFORMATION FOR SEQ ID NO: 101: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 101: 

QVIYSSVKK 

INFORMATION FOR SEQ ID NO: 102: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 102: 

AVKESDAGK 

INFORMATION FOR SEQ ID NO: 103: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 103 

ISGPDGYRR 

INFORMATION FOR SEQ ID NO: 104: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 104 

ESSATNEPR 



INFORMATION FOR SEQ ID NO: 105: 

{a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 105 

VSRPVLTLR 

INFORMATION FOR SEQ ID NO: 106: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 106 



DVTLGNSSA 



INFORMATION FOR SEQ ID NO: 107: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 107: 

NYGSVDVDV 

INFORMATION FOR SEQ ID NO: 108: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 108: 

DVDWYSQV 

INFORMATION FOR SEQ ID NO: 109: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 109 

IPVRIPVSR 

INFORMATION FOR SEQ ID NO: 110: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 110 

LLLYALFHK 

INFORMATION FOR SEQ ID NO: 111: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 111 

GVLWGLFGV 

INFORMATION FOR SEQ ID NO: 112: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 112 

GVALLLYAL 

34 



INFORMATION FOR SEQ ID NO: 113: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 113: 

KWNIPVRI 

INFORMATION FOR SEQ ID NO: 114: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 114: 

AVGDLLELH 

INFORMATION FOR SEQ ID NO: 115: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 115: 

GVLGFTGVA 

INFORMATION FOR SEQ ID NO: 116: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 116- 

SISGPDGYR 

INFORMATION FOR SEQ ID NO: 117: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 117 

SQVIYSSVK 

INFORMATION FOR SEQ ID NO: 118: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 118 



QPESSANIR 

3^ 



INFORMATION FOR SEQ ID NO: 119: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 119: 

LELHCEALR 

INFORMATION FOR SEQ ID NO: 120: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 120: 

HVPIQSKW 

INFORMATION FOR SEQ ID NO: 121: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 121 

QVIYSSVKK 

INFORMATION FOR SEQ ID NO: 122: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 122 

AVKESDAGK 

INFORMATION FOR SEQ ID NO: 123: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 123 

LLLYALFHK 

INFORMATION FOR SEQ ID NO: 124: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 124 



SQVIYSSVK 



INFORMATION FOR SEQ ID NO: 125: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 125 

NIRTLLENK 

INFORMATION FOR SEQ ID NO: 126: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 126 

GVLWGLFGV 

INFORMATION FOR SEQ ID NO: 127: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 12 7 

GVALLLYAL 

INFORMATION FOR SEQ ID NO: 128: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 128 

KWNIPVRI 

INFORMATION FOR SEQ ID NO: 12 9: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 12 9 

GVLGFTGVA 

INFORMATION FOR SEQ ID NO: 130: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 130 

AELEIPAVK 




INFORMATION FOR SEQ ID NO: 131: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 131 

SISGPDGYR 

INFORMATION FOR SEQ ID NO: 132: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 132 

WYSQVWSM 



INFORMATION FOR SEQ ID NO: 133: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 133 

IPVRIPVSR 

INFORMATION FOR SEQ ID NO: 134: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 134 

QPESSANIR 

INFORMATION FOR SEQ ID NO: 135: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 13 5 

GYRRDLMTA 

INFORMATION FOR SEQ ID NO: 136: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 136 

NVQSVDVDV 



3^ 



INFORMATION FOR SEQ ID NO: 137: 

{a} SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

<b) SEQUENCE DESCRIPTION: SEQ ID NO: 137: 

MTAGVLWGL 

INFORMATION FOR SEQ ID NO: 13 8: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 138: 

YVNVGSVDV 

INFORMATION FOR SEQ ID NO: 139: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 139: 

FTGVALLLY 



INFORMATION FOR SEQ ID NO: 14 0: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 140: 

NGHVPIQSK 



INFORMATION FOR SEQ ID NO: 141: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 141: 

LLLYALFHK 



INFORMATION FOR SEQ ID NO: 142: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 142: 



SlSGPDGYR 



INFORMATION FOR SEQ ID NO: 143: 

(a) SEQUENCE CHARACTERISTICS : 
<212> PEPTIDE 

{b} SEQUENCE DESCRIPTION: SEQ ID NO: 143: 

WYSQVWSM 

INFORMATION FOR SEQ ID NO: 144: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 144: 

QVIYSSVKK 

INFORMATION FOR SEQ ID NO: 145: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 145: 

SQVIYSSVK 

INFORMATION FOR SEQ ID NO: 146: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 146: 

NIRTLLENK 

INFORMATION FOR SEQ ID NO: 147: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 147 

IPVRIPVSR 

INFORMATION FOR SEQ ID NO: 148: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 148 



GVLWGLFGV 

33- 



INFORMATION FOR SEQ ID NO: 14 9: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 149: 

GVALLLYAL 

INFORMATION FOR SEQ ID NO: 150: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:150: 

AVKESDAGK 

INFORMATION FOR SEQ ID NO: 151: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 151 

QPESSANIR 

INFORMATION FOR SEQ ID NO: 152: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 152 

LLYALFHKI 

INFORMATION FOR SEQ ID NO: 153: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 153 

KWNIPVRI 

INFORMATION FOR SEQ ID NO: 154: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 154 



VLWGLFGVL 

if 



INFORMATION FOR SEQ ID NO: 155: 

(a) SEQUENCE CHARACTERISTICS : 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 155: 



ISGPDGYRR 

INFORMATION FOR SEQ ID NO: 156: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:156: 



SDAGKYYCR 

INFORMATION FOR SEQ ID NO: 157: 

(a) SEQUENCE CHARACTERISTICS: 
lU <212> PEPTIDE 

y (b) SEQUENCE DESCRIPTION: SEQ ID NO: 157: 

| MTAGVLWGL 

Hi INFORMATION FOR SEQ ID NO: 15 8: 

~ 

jfy (a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

f* : (b) SEQUENCE DESCRIPTION: SEQ ID NO:15g: 

'psss 

a ALLLYALFH 



INFORMATION FOR SEQ ID NO: 159: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 159: 



SKWNIPVR 



INFORMATION FOR SEQ ID NO: 160: 

(a) SEQUENCE CHARACTERISTICS : 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 160: 

RIPVSRPVL 



INFORMATION FOR SEQ ID NO: 161: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 161: 

ESSATNEPR 



INFORMATION FOR SEQ ID NO: 162: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 162: 

SISGPDGYR 



f S INFORMATION FOR SEQ ID NO: 163: 

ffi (a) SEQUENCE CHARACTERISTICS: 

fl| <212> PEPTIDE 

j\ (b) SEQUENCE DESCRIPTION: SEQ ID NO: 163: 

S VSRPVLTLR 

M 

ii INFORMATION FOR SEQ ID NO: 164: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 164: 



ISGPDGYRR 



INFORMATION FOR SEQ ID NO: 16 5: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 165: 



QPESSANIR 



INFORMATION FOR SEQ ID NO: 166: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 166: 

TNEPRGASR 

INFORMATION FOR SEQ ID NO: 167: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 167: 

IPVRIPVSR 

INFORMATION FOR SEQ ID NO: 168: 

(a) SEQUENCE CHARACTERISTICS : 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 168: 

DVTLGNSSA 

INFORMATION FOR SEQ ID NO: 169: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 169 

DSQVIYSSV 

INFORMATION FOR SEQ ID NO: 170: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 170 

ESSANIRTL 

INFORMATION FOR SEQ ID NO: 171: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 171 



DVDWYSQV 

mi 



INFORMATION FOR SEQ ID NO: 172: 

(a) SEQUENCE CHARACTERISTICS : 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 172: 

DWYSQVWS 

INFORMATION FOR SEQ ID NO: 173: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:173: 

ESDAGKYYC 

INFORMATION FOR SEQ ID NO: 174: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:174: 

ELQPVYVNV 

INFORMATION FOR SEQ ID NO: 175: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 175: 

DLLELHCEA 

INFORMATION FOR SEQ ID NO: 176: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 176 

NVGSVDVDV 

INFORMATION FOR SEQ ID NO: 177: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 177 

SVDVDWYS 



M2- 



INFORMATION FOR SEQ ID NO: 178: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 178: 

LYQFYHEDV 

INFORMATION FOR SEQ ID NO: 179: 

(a) SEQUENCE CHARACTERISTICS : 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 179 

TYSSPTPDM 

INFORMATION FOR SEQ ID NO: 180: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 180 

NIPVRIPVS 

INFORMATION FOR SEQ ID NO: 181: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 181 



I VRIPVSRPV J 

INFORMATION FOR SEQ ID NO: 182: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 182 

I RIPVSRPVL 1 

INFORMATION FOR SEQ ID NO: 183: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 183 

I LGFTGVAIX 1 



I 



NFORMAT I ON FOR SEQ ID NO: 184: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 184: 

I AAVGDLLEL 

INFORMATION FOR SEQ ID NO: 185: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 185: 



ESSANIRTL 



INFORMATION FOR SEQ ID NO: 186: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 186 



SSANIRTLL _ 

INFORMATION FOR SEQ ID NO: 187: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 187 



DGYRRDLMT 

INFORMATION FOR SEQ ID NO: 188: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 188 

1 I^LMTAGVH 

INFORMATION FOR SEQ ID NO: 189: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 18 9 



NIPVRIPVS 



INFORMATION FOR SEQ ID NO: 190: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 190 

"EALRGSPPI 

information for seq id no: 191: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



GVLWGLFGV i 



Her 



INFORMATION FOR SEQ ID NO: 192: 

(a) SEQUENCE CHARACTERISTICS : 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 192 

' GVALLLYMT^ 

INFORMATION FOR SEQ ID NO: 193: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 193 

VNIPVRIPV _ 

INFORMATION FOR SEQ ID NO: 194: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 194 

iMTAGVLWGL i 

INFORMATION FOR SEQ ID NO: 195: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 195 

1 VLWGLFGVL I 

INFORMATION FOR SEQ ID NO: 196: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 196 

LgaqaavgdiT 




INFORMATION FOR SEQ ID NO: 197: 

(a) SEQUENCE CHARACTERISTICS : 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 197 

W YSOVW SM ! 

INFORMATION FOR SEQ ID NO: 198: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 198 

SPTPDMEEL | 

INFORMATION FOR SEQ ID NO: 199: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 199 

1 SRPNPQEFT 1 

INFORMATION FOR SEQ ID NO: 200: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 200: 

r SRPVLTLRS | 

INFORMATION FOR SEQ ID NO: 201: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:201: 

INFORMATION FOR SEQ ID NO: 202: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:202: 



HI 



INFORMATION FOR SEQ ID NO: 20 3: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:203: 

rQEFITSSPT j 

INFORMATION FOR SEQ ID NO: 204; 

(a) SEQUENCE CHARACTERISTICS : 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 204: 

' SEAVPVSIS ( 

INFORMATION FOR SEQ ID NO: 205: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

<b) SEQUENCE DESCRIPTION: SEQ ID NO:205: 

"VDWYSQVW 

INFORMATION FOR SEQ ID NO: 206: 

(a) SEQUENCE CHARACTERISTICS : 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 206: 

INFORMATION FOR SEQ ID NO: 207: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:207: 



RDLMTAGVL | 

INFORMATION FOR SEQ ID NO: 208: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:208: 

"ASFNESETX" I 



1? 



INFORMATION FOR SEQ ID NO: 209: 

(a) SEQUENCE CHARACTERISTICS : 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 209 

r LEmnsQvi 



INFORMATION FOR SEQ ID NO: 210: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 210 



AAVGDLLEL | 

INFORMATION FOR SEQ ID NO: 211: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 211 

1 OSDAGKYY ! 

INFORMATION FOR SEQ ID NO: 2 12: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 212 

EELOPVYVm 

INFORMATION FOR SEQ ID NO: 213: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:213 



LGFTGVALL J 



INFORMATION FOR SEQ ID NO: 214: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 214 



EDVTLGNSS 



INFORMATION FOR SEQ ID NO: 215: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:215: 



TGVALLLYA 



INFORMATION FOR SEQ ID NO: 216: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:216: 



HEDVTLGNS j 



INFORMATION FOR SEQ ID NO: 217: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:217: 



GGASFNLSL 



INFORMATION FOR SEQ ID NO:218: 

{a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 218 



SSAPSGGGA 



INFORMATION FOR SEQ ID NO: 219: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:219 



MEELQPVYV 



INFORMATION FOR SEQ ID NO:220: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:220 



AELEI PAVK 

£5o 



y = 



INFORMATION FOR SEQ ID NO: 221: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:221: 

I RDLMTAGVL 



INFORMATION FOR SEQ ID NO: 222: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:222: 

AAVGD LLEI7 

INFORMATION FOR SEQ ID NO: 223: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:223: 

J^ELQPVYV 

INFORMATION FOR SEQ ID NO: 224: 

(a) SEQUENCE CHARACTERISTICS : 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:224: 

GGA5FRLSU1 

INFORMATION FOR SEQ ID NO: 225: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE . 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:225: 

LCEANNGLGA" 

INFORMATION FOR SEQ ID NO: 226: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: *SEQ ID NO: 226: 

SSANIRTLL 



INFORMATION FOR SEQ ID NO: 227: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 227: 



INFORMATION FOR SEQ ID NO: 228: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:228: 

LENKDSQVI 



INFORMATION FOR SEQ ID NO: 229: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

y= (b) SEQUENCE DESCRIPTION: SEQ ID NO: 229: 

| JESSA^TL 

T"' 

S INFORMATION FOR SEQ ID NO: 230: 

as? 

*fj (a) SEQUENCE CHARACTERISTICS: 

r|| <212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 230: 

b" ^AEHS^YSC^ 

■ fij 

INFORMATION FOR SEQ ID NO: 231: 

H 8 (a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 231 

EELQPVYVN 



INFORMATION FOR SEQ ID NO: 232: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 232 



AQ AAVGDLL 



5*- 



INFORMATION FOR SEQ ID NO:233: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:233: 

YSCEANNGL 

INFORMATION FOR SEQ ID NO: 234: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:234: 

QEFTYSSPT 

INFORMATION FOR SEQ ID NO:235: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO : 235- 



MGKKTQRSL 



INFORMATION FOR SEQ ID NO: 236: 

fjt (a) SEQUENCE CHARACTERISTICS : 

m <212> PEPTIDE 

ii : kp 

" : (b) SEQUENCE DESCRIPTION: SEQ ID NO: 236 

U LGFTGVAHT 

y3 INFORMATION FOR SEQ ID NO: 237: 

fc& (a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 237 

"3GGGXSFNIT 

INFORMATION FOR SEQ ID NO: 238: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION : SEQ ID NO: 238 

33PDGYRRDL 
I93 



INFORMATION FOR SEQ ID NO: 239: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:239: 

INFORMATION FOR SEQ ID NO: 24 0: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 240: 

^SPTPDMEEir 

INFORMATION FOR SEQ ID NO: 241: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO-.241: 

^EANNGLG Al 

INFORMATION FOR SEQ ID NO: 242: 

(a) SEQUENCE CHARACTERISTICS : 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:242: 

MEELQPVYVj 



p INFORMATION FOR SEQ ID NO: 243: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:243: 

QEFTYSSPT j 

INFORMATION FOR SEQ ID NO: 244: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

<b) SEQUENCE DESCRIPTION: SEQ ID NO:244: 

~TENKDSQVI ] 



□ 



INFORMATION FOR SEQ ID NO: 245: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 245: 

AEHSGNYSC i 

INFORMATION FOR SEQ ID NO: 246: 

{a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:246: 

EELQPVYVN j 

INFORMATION FOR SEQ ID NO: 247: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 24 7: 

RDLMTAGVLI 



(J) INFORMATION FOR SEQ ID NO: 24 8: 



(a) SEQUENCE CHARACTERISTICS : 
* <212> PEPTIDE 



iP" ;: 



o 



(b) SEQUENCE DESCRIPTION: SEQ ID NO: 248: 

LGAQCSEAV 



M: INFORMATION FOR SEQ ID NO: 249: 

(a) SEQUENCE CHARACTERISTICS : 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:249: 

I FGVLGFTGV 

INFORMATION FOR SEQ ID NO: 2 50: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 250: 

VNIPVRIPV 



INFORMATION FOR SEQ ID NO: 251: 

(a) SEQUENCE CHARACTERISTICS : 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 251: 

SAELEEPAV 1 

INFORMATION FOR SEQ ID NO: 252: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:252: 

INFORMATION FOR SEQ ID NO: 253: 

(a) SEQUENCE CHARACTERISTICS : 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 253 

LEIPAVKES I 



INFORMATION FOR SEQ ID NO:254: 



Hi 

m 

CH (a) SEQUENCE CHARACTERISTICS : 



<212> PEPTIDE 
(b) SEQUENCE DESCRIPTION: SEQ ID NO: 254 

ASFNLSLTA j 

INFORMATION FOR SEQ ID NO: 255: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 255 

RSPGAQAAV! 

INFORMATION FOR SEQ ID NO: 256: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 256 

TGVKLDCYA} 



INFORMATION FOR SEQ ID NO: 257: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:257 

: PDNffiEU^W 

INFORMATION FOR SEQ ID NO: 2 58: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:25g 

YCROTNGHVJ 



INFORMATION FOR SEQ ID NO: 2 59: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

Z, (b) SEQUENCE DESCRIPTION: SEQ ID NO: 259: 

JSSK). 

l i 1PAVKESDA i 



m 



si 



INFORMATION FOR SEQ ID NO: 2 60: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:260 

LSAEUEIP A ! 

INFORMATION FOR SEQ ID NO: 261: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 261 

n^F^LSAELJ 

INFORMATION FOR SEQ ID NO:262: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

^ (b) SEQUENCE DESCRIPTION: SEQ ID NO: 262 

| TAGVLWGLF 

ffs INFORMATION FOR SEQ ID NO: 263: 

(a) SEQUENCE CHARACTERISTICS : 
HJ <212> PEPTIDE 

L. L (b) SEQUENCE DESCRIPTION: SEQ ID NO: 263 

5 rAOAAVGDLL 1 




INFORMATION FOR SEQ ID NO: 264: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO-.264: 

^LRGSPPEL 

INFORMATION FOR SEQ ID NO:265: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:265: 

DLMT AGVLW l 

INFORMATION FOR SEQ ID NO: 266: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO ; 266- 

TL RSPGAQAH 

INFORMATION FOR SEQ ID NO: 267: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 267 

~EEQFVYVN \n 

INFORMATION FOR SEQ ID NO: 268: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 268 

INFORMATION FOR SEQ ID NO: 269: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION : SEQ ID NO:269 

^LFgVEGFTl 

INFORMATION FOR SEQ ID NO: 270: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



9\ 



INFORMATION FOR SEQ ID NO: 271: 

{a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 271: 



APSGGGASFl 

INFORMATION FOR SEQ ID NO: 272: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 272: 

WGTTOVLGFJ 



INFORMATION FOR SEQ ID NO: 273: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 273: 



INFORMATION FOR SEQ ID NO: 274: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 274: 

INFORMATION FOR SEQ ID NO: 275: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 275 

INFORMATION FOR SEQ ID NO: 276: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 276 



INFORMATION FOR SEQ ID NO: 277: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 277; 



INFORMATION FOR SEQ ID NO: 278: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 278: 

LLYi 

INFORMATION FOR SEQ ID NO: 279: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 279: 

VALLLYALF 1 

INFORMATION FOR SEQ ID NO: 2 80: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:280: 

INFORMATION FOR SEQ ID NO: 281: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 281 



ALRGSPPIL 



INFORMATION FOR SEQ ID NO: 282: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 282 

SPTPDMEEL 



I* 



INFORMATION FOR SEQ ID NO: 2 83: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION : SEQ ID NO:283: 

L TQRSLSAEL 

INFORMATION FOR SEQ ID NO: 284: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:284: 

INFORMATION FOR SEQ ID NO: 2 85: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

ijESSS 

f=| (b) SEQUENCE DESCRIPTION: SEQ ID NO: 285: 

£ AAVGDLLEL I 

INFORMATION FOR SEQ ID NO: 286: 

III (a) SEQUENCE -CHARACTERISTICS : 

s <212> PEPTIDE 

,. 

.7.....B.. 

f~ (b) SEQUENCE DESCRIPTION: SEQ ID NO:286: 



GVALLLYAL 



y= INFORMATION FOR SEQ ID NO: 287: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

<b) SEQUENCE DESCRIPTION: SEQ ID NO: 28^: 

INFORMATION FOR SEQ ID NO: 28$: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:28&: 



i ga qaavgdl; 



INFORMATION FOR SEQ ID NO: 2 89: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 289: 

SSANIRTLL ' 

INFORMATION FOR SEQ ID NO: 2 90: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 290: 

INFORMATION FOR SEQ ID NO: 291: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 2 91: 

VVYSQVWSMi 

INFORMATION FOR SEQ ID NO: 292: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 292: 

SGGGASFNL i 

INFORMATION FOR SEQ ID NO: 293: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:293: 

MGKKTQRSL; 

INFORMATION FOR SEQ ID NO: 294: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 294 



YSCEANNGL j 



INFORMATION FOR SEQ ID NO:295: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 295 

ESSANIRTL 

INFORMATION FOR SEQ ID NO: 296: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:296 

LGFTGVALL 




INFORMATION FOR SEQ ID NO: 2 97: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:297: 

GGASFNLSL 

INFORMATION FOR SEQ ID NO:298: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 2 98: 

VLGFTGVAL 

INFORMATION FOR SEQ ID NO:299: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 299: 

MTAGVLWGL 



INFORMATION FOR SEQ ID NO: 300: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 3 00: 

EPRGASRPN 

INFORMATION FOR SEQ ID NO: 3 01: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 301 

ALRGSPPIL 

INFORMATION *OR SEQ ID NO : 3 0 2 : 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 302 

TQRSLSAEL 



INFORMATION FOR SEQ ID NO: 3 03: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE* INSCRIPTION: SEQ ID NO: 303: 

EPRGASRPN 

INFORMATION FOR SEQ ID NO: 304: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 304: 

GAQAAVGDL 

INFORMATION FOR SEQ ID NO: 305: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:305: 

DPVSRPVLT 

INFORMATION FOR SEQ ID NO: 306: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:306: 

IPAVKESDA 

INFORMATION FOR SEQ ID NO: 307: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 3 07 

MGKKTQRSL 

INFORMATION FOR SEQ ID NO:308: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 3 08 

QSKWNIPV 



INFORMATION FOR SEQ ID NO: 309: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 309: 

YCRADNGHV 

INFORMATION FOR SEQ ID NO: 3 10: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 3 10: 

ESSANIRTL 

INFORMATION FOR SEQ ID NO: 311: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 311: 

VLTLRSPGA 

INFORMATION FOR SEQ ID NO: 312: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:312 

VLGFTGVAL 

INFORMATION FOR SEQ ID NO: 3 13: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 3 13 

TLRSPGAQA 

INFORMATION FOR SEQ ID NO: 3 14: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 3 14 



EALRGSPPI 



INFORMATION FOR SEQ ID NO:315: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 315: 

VLWGLFGVL 

INFORMATION FOR SEQ ID NO:316: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:31&: 

ENKDSQVIY 

INFORMATION FOR SEQ ID NO: 317: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 317: 

YSCEANNGL 

INFORMATION FOR SEQ ID NO: 318: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:318: 

LLENKDSQV 

INFORMATION FOR SEQ ID NO: 319: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 319: 

MTAGVLWGL 

INFORMATION FOR SEQ ID NO: 320: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 320 



SSANIRTLL 

14 



INFORMATION FOR SEQ ID NO: 321: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 321 

LRGSPPILY 

INFORMATION FOR SEQ ID NO: 322: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:322 

RRDLMTAGV 

INFORMATION FOR SEQ ID NO: 323: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 323 



SRPNPQEFT 



INFORMATION FOR SEQ ID NO: 324: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 324 

LRSPGAQAA 

INFORMATION FOR SEQ ID NO: 325: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 325 

YQFYHEDVT 

INFORMATION FOR SEQ ID NO: 326: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 326 

SRPVLTLRS 



INFORMATION FOR SEQ ID NO: 327: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 327: 

VRIPVSRPV 

INFORMATION FOR SEQ ID NO:328: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:328: 

QQPESSANI 

INFORMATION FOR SEQ ID NO: 32 9: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 329: 

AQAAVGDLL 

INFORMATION FOR SEQ ID NO: 33 0: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 330: 

TQRSLSAEL 

INFORMATION FOR SEQ ID NO: 3 31: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 331 

VLWGLFGVL 

INFORMATION FOR SEQ ID NO: 332: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 332 

LLYALFHKI 

l-o 



INFORMATION FOR SEQ ID NO: 333: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:333: 

RPNPQEFTY 

INFORMATION FOR SEQ ID NO: 334: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:334: 

KESDAGKYY 

INFORMATION FOR SEQ ID NO: 335: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:335: 

AQCSEAVPV 

INFORMATION FOR SEQ ID NO: 336: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:336: 

IRTLLENKD 

INFORMATION FOR SEQ ID NO: 3 37: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 337 

QRSLSAELE 

INFORMATION FOR SEQ ID NO: 338: 

(a) SEQUENCE CHARACTERISTICS: 

<21^>- "PEPTIDE 

(b) SEQUENCE 'bS&CRIPTION : SEQ ID NO: 33 8 

YRRDLMTAG 

>i 



INFORMATION FOR SEQ ID NO: 339: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 339: 

CRADNGHVP 

INFORMATION FOR SEQ ID NO:340: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 34 0: 

QEFTYSSPT 

INFORMATION FOR SEQ ID NO: 341: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 341: 

RRDLMTAGV 

INFORMATION FOR SEQ ID NO: 342: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

<b) SEQUENCE DESCRIPTION: SEQ ID NO:342: 

LRGSPPILY 

INFORMATION FOR SEQ ID NO: 343: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 343 

TQRSLSAEL 

INFORMATION FOR SEQ ID NO: 344: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 344 



SQVIYSSVK 

T-2 



INFORMATION FOR SEQ ID NO: 345: 

(a) SEQUENCE CHARACTERISTICS : 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 34 5: 

LRSPGAQAA 

INFORMATION FOR SEQ ID NO: 346: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 3 46: 

AQAAVGDLL 

INFORMATION FOR SEQ ID NO: 347: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 347: 



f|J INFORMATION FOR SEQ ID NO: 34 8: 

J\ (a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

fl (b) SEQUENCE DESCRIPTION: SEQ ID NO: 348: 

S SRPNPQEFT 

INFORMATION FOR SEQ ID NO: 349: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 349: 

VRIPVSRPV 



INFORMATION FOR SEQ ID NO: 350: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:350: 

VLWGLFGVL 

>3> 



INFORMATION FOR SEQ ID NO: 351: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 3 51: 

YQFYHEDVT 

INFORMATION FOR SEQ ID NO: 352: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 352: 

AQCSEAVPV 

INFORMATION FOR SEQ ID NO:353: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

!Z (b) SEQUENCE DESCRIPTION: SEQ ID NO: 353: 

I QQPESSANI 

: -jf INFORMATION FOR SEQ ID NO: 354: 

y - 

fy (a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 354: 

O LLYALFHKI 

IP 

INFORMATION FOR SEQ ID NO: 3 55: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 

RIPVSRPVL 

INFORMATION FOR SEQ ID NO: 3 f?k> 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO. 

LLELHCEAL ^% 



INFORMATION FOR SEQ ID NO: 3 57: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:357: 

ALRGSPPIL 

INFORMATION FOR SEQ ID NO: 358: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:358: 

LLLYALFHK 

INFORMATION FOR SEQ ID NO: 359: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:359: 

AELEIPAV& 

INFORMATION FOR SEQ ID NO: 3 60: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 360: 

VLGFTGVAL 



*F5 



INFORMATION FOR SEQ ID NO:361: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 361: 

RPNPQEFTY 

INFORMATION FOR SEQ ID NO: 362: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 3 62: 

SPPILYQFY 

INFORMATION FOR SEQ ID NO: 363: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 363 

SPTPDMEEL 



fin 



TV 



INFORMATION FOR SEQ ID NO:364: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:364: 

gsvdvdwy 

INFORMATION FOR SEQ ID NO:365: 

(a) SEQUENCE CHARACTERISTICS : 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 365: 

APSGGGASF 

INFORMATION FOR SEQ ID -"NO : 3 66 : 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 366: 

INFORMATION FOR SEQ ID NO: 3 67: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:367: 

ENKDSQV1Y 

INFORMATION FOR SEQ ID NO: 368: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 368: 

YSCEANNGL 

INFORMATION FOR SEQ ID NO: 369: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:369: 

VSISGPDGY ^ 



INFORMATION FOR SEQ ID NO: 370: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 370: 

EPRGASRPN 

INFORMATION FOR SEQ ID NO: 371: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 371: 

GPDGYRRDL 

INFORMATION FOR SEQ ID NO: 372: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 372: 

GSPPILYQF 



INFORMATION FOR SEQ ID NO:373: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:373: 

ESSANIRTL 

INFORMATION FOR SEQ ID NO: 374: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 374 

SSAN1RTLL 

INFORMATION FOR SEQ ID NO: 375: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 3 75 



AAVGDLLEL 



INFORMATION FOR SEQ ID NO: 376: 

(a) SEQUENCE CHARACTERISTICS : 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 3 76: 

LTAEHSGNY 

INFORMATION FOR SEQ ID NO: 377: 

(a) SEQUENCE CHARACTERISTICS : 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 377: 

NPQEFTYSS 

INFORMATION FOR SEQ ID NO: 378: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:378: 

RSLSAELEI 

INFORMATION FOR SEQ ID NO: 379: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 379: 

TAGVLWGLF 

INFORMATION FOR SEQ ID NO: 380: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 3 80: 

QSKWNIPV 

INFORMATION FOR SEQ ID NO: 3 81: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 381: 



RDLMTAGVL v 



INFORMATION FOR SEQ ID NO: 3 82: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 382: 

LENKDSQVI 

INFORMATION FOR SEQ ID NO: 383: , 

(a) SEQUENCE CHARACTERISTICS : 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:383: 

SSANlKTLL 

INFORMATION FOR SEQ ID NO: 3 84: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:384: 

AQAAVGDLL 

INFORMATION FOR SEQ ID NO: 385: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:385: 

GFTGVALLL 

INFORMATION FOR SEQ ID NO: 386: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 386: 

KDSQVIYSS 

INFORMATION FOR SEQ ID NO: 387: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 3 87 

LGFTGVALL 



INFORMATION FOR SEQ ID NO: 388: 

(a) SEQUENCE CHARACTERISTICS : 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 3 88: 

VDWYSQVW 

INFORMATION FOR SEQ ID NO: 389: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 389: 

PDGYRRDLM 

INFORMATION FOR SEQ ID NO:390j 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 390: 

EDVTLGNSS 




INFORMATION FOR SEQ ID NO:391: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 3 91: 

KESDAGKYY 

INFORMATION FOR SEQ ID NO: 392: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 392: 

MEELQPVYV 

INFORMATION FOR SEQ ID NO: 393: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 393 

KWNIPVRI 

INFORMATION FOR SEQ ID NO: 394: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 394 

MTAGVLWGL 



INFORMATION FOR SEQ ID NO: 395: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 395: 

CSEAVPVSI 

INFORMATION FOR SEQ ID NO: 396: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 396: 

SGGGASFNL 

INFORMATION FOR SEQ ID NO: 3 97: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 397: 

EALRGSPPI 

INFORMATION FOR SEQ ID NO: 3 98: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:398: 

AEHSGNYSC 

INFORMATION FOR SEQ ID NO: 3 99: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:399 

AAVGDLLEL 

INFORMATION FOR SEQ ID NO: 400: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 400 



LRGSPPILY 

S3 



INFORMATION FOR SEQ ID NO: 401: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 401: 

YHEDVTLGN 

INFORMATION FOR SEQ ID NO:402: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:402: 

GPDGYRRDL 

INFORMATION FOR SEQ ID NO: 403: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:403: 

GHVP1QSKV 

INFORMATION FOR SEQ ID NO:404: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:404: 

LHCEALRGS 

INFORMATION FOR SEQ ID NO: 405: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 4 05: 

GFTGVALLL 



INFORMATION FOR §EQ ID NO: 406: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:406 



APSGGGASF 



INFORMATION FOR SEQ ID NO: 407: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 407: 

LLELHCEAL 

INFORMATION FOR SEQ ID NO: 4 08: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 408: 

MTAGVLWGL 

INFORMATION FOR SEQ ID NO: 409: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 409: 

VLWGLFGVL 

INFORMATION FOR SEQ ID NO: 410: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:410: 

YSCEANNGL 

INFORMATION FOR SEQ ID NO: 411: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 4 11: 

SGGGASFNL 

INFORMATION FOR SEQ ID NO: 412: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 412 



SPTPDMEEL 



INFORMATION FOR SEQ ID NO: 4 13: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:413: 

AAVGDLLEL 

INFORMATION FOR SEQ ID NO: 414: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:414: 

QFYHEDVTL 

INFORMATION FOR SEQ ID NO: 4 15: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 4 15: 

gaqaavgdl 

INFORMATION FOR SEQ ID NO: 416: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:416: 

TAGVLWGLF 

INFORMATION FOR SEQ ID NO: 417: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 4 17: 

GVALLLYAL 

INFORMATION FOR SEQ ID NO:418: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:4lg 



SSANIRTLL 



INFORMATION FOR SEQ ID NO: 419: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:419: 

AQAAVGDLL 

INFORMATION FOR SEQ ID NO: 420: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 420: 

GSPPILYQF 

INFORMATION FOR SEQ ID NO: 421: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 421: 

GHVPIQSKV 

INFORMATION FOR SEQ ID NO: 422: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:422: 

YHEDVTLGN 

INFORMATION FOR SEQ ID NO: 423: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 4 23 

RRDLMTAGV 

INFORMATION FOR SEQ ID NO:424: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 424 

VRIPVSRPV 



INFORMATION FOR SEQ ID NO: 425: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:425: 

AAVGDLLEL 

INFORMATION FOR SEQ ID NO:426: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:426: 

LGFTGVALL 

INFORMATION FOR SEQ ID NO: 427: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:427: 

LHCEALRGS 

INFORMATION FOR SEQ ID NO: 428: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 428: 

LLELHCEAL 

INFORMATION FOR SEQ ID NO:429: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 42 9 

YSCEANNGL 

INFORMATION FOR SEQ ID NO:430: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 43 0 

VLWGLFGVL 



INFORMATION FOR SEQ ID NO:431: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:431: 

SAELEIPAV 

INFORMATION FOR SEQ ID NO: 432: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:432: 

GPDGYRRDL 

INFORMATION FOR SEQ ID NO: 4 33: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

!T (b) SEQUENCE DESCRIPTION: SEQ ID NO: 433: 

n 

| MTAGVLWGL 

INFORMATION FOR SEQ ID NO:434: 

y P 

fO (a) SEQUENCE CHARACTERISTICS: 

B ' <212> PEPTIDE 

J 8 * (b) SEQUENCE DESCRIPTION: SEQ ID NO: 434: 

5 GAQAAVGDL 

01 

W INFORMATION FOR SEQ ID NO: 43 5: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:435: 

GVALLLYAL 

INFORMATION FOR SEQ ID NO: 436: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO : : 

ESSANIRTL 



81 



INFORMATION FOR SEQ ID NO: 437: 

(a) SEQUENCE CHARACTERISTICS : 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:437: 

SPTPDMEEL 

INFORMATION FOR SEQ ID NOi^feV 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

<b) SEQUENCE ^DESCRIPTION: SEQ ID NO: 438: 

DVDWYSQV 

INFORMATION FOR SEQ ID NO: 439: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 43 9: 

WYSQVWSM 

INFORMATION FOR SEQ ID NO: 44 0: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

<b) SEQUENCE DESCRIPTION: SEQ ID NO: 44 0: 

QFYHEDVTL 

INFORMATION FOR SEQ ID NO: 441: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 441 

AQAAVGDLL 

INFORMATION FOR SEQ ID NO: 442: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 442 

TQRSLSAEl, 

°[0 



INFORMATION FOR SEQ ID NO:443: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 443 

GGASFNLSL 

INFORMATION FOR SEQ ID NO:444: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 444 

GVALLLYAL 



INFORMATION FOR SEQ ID NO: 445: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:445: 

GPDGYRRDL 

INFORMATION FOR SEQ ID NO: 446: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 446: 

MTAGVLWGL 

INFORMATION FOR SEQ ID NO: 447: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

<b) SEQUENCE DESCRIPTION: SEQ ID NO: 447: 

SSANIRTLL 



INFORMATION FOR SEQ ID NO: 44 8: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:448 

VLWGLFGVL 

INFORMATION FOR SEQ ID NO:449: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:449 

GFTGVALLL 

INFORMATION FOR SEQ ID NO: 4 50: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 450 

LGFTGVALL 



INFORMATION FOR SEQ ID NO: 451: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 4 51: 

RIPVSRPVL 

INFORMATION FOR SEQ ID NO: 452: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 452: 

LLELHCEAL 

INFORMATION FOR SEQ ID NO: 453: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:453: 

YSCEANNGL 

INFORMATION FOR SEQ ID NO: 454: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:454: 

ESSANIRTL 

INFORMATION FOR SEQ ID NO: 455: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:455: 

GAQAAVGDL 

INFORMATION FOR SEQ ID NO: 4 56: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 456: 

SPTPDMEEL 



INFORMATION FOR SEQ ID NO 



{a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 4^7: 

INFORMATION FOR SEQ ID NO : 4^8 : 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO : 4^ : 

QFYHEDVTL 

INFORMATION FOR SEQ ID NO: 4^9: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:4£^ 

VLGFTGVAL 

INFORMATION FOR SEQ ID NO: 4^0: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 4^0 

SGGGASFNL 




INFORMATION FOR SEQ ID NO:461: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 461: 

KESDAGKYY 

INFORMATION FOR SEQ ID NO:462: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 462: 

LEIPAVKES 

INFORMATION FOR SEQ ID NO: 463: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:463: 

SEAVPVSIS 



INFORMATION FOR SEQ ID NO: 464: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:464: 

VSISGPDGY 

INFORMATION FOR SEQ ID NO: 465: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 465: 

GSVDVDWY 

INFORMATION FOR SEQ ID NO: 46 6: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:466: 



SPPILYQFY 



INFORMATION FOR SEQ ID NO: 467: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 467: 

RPNPQEFTY 

INFORMATION FOR SEQ ID NO: 468: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 468: 

CEANNGLGA 

INFORMATION FOR SEQ ID NO: 469: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 469: 

AEHSGNYSC 

INFORMATION FOR SEQ ID NO: 470: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 4 70 

EELQPVYVN 

INFORMATION FOR SEQ ID NO: 471: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 471 

FTGVALLLY 



INFORMATION FOR SEQ ID NO: 472: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:472: 

WGLFGVLGF 

INFORMATION FOR SEQ ID NO:473: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:473: 

LTAEHSGNY 

INFORMATION FOR SEQ ID NO: 474: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 474: 

HEDVTLGNS 



INFORMATION FOR SEQ ID NO: 475: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 475 

QEFTYSSPT 

INFORMATION FOR SEQ ID NO: 476: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 476 

LENKDSQV1 

INFORMATION FOR SEQ ID NO: 477: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:477 



ASRPNPQEF 



INFORMATION FOR SEQ ID NO:478: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 4 78: 

MEELQPVYV 

INFORMATION FOR SEQ ID NO: 479: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 479 

GSPPILYQF 

INFORMATION FOR SEQ ID NO: 480: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 48 0 

APSGGGASF 

SF 1271787 vl 



INFORMATION FOR SEQ ID NO: 481: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 481: 

EALRGSPPI 

INFORMATION FOR SEQ ID NO: 482: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 482: 

GPDGYRRDL 

INFORMATION FOR SEQ ID NO: 4 83: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 483: 

RADNGHVPI 

INFORMATION FOR SEQ ID NO: 4 84: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:484: 

SPTPDMEEL 



INFORMATION FOR SEQ ID NO: 485: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:485 

SAELEIPAV 



INFORMATION FOR SEQ ID NO: 486: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 4 86 

AAVGDLLEL 

11 



INFORMATION FOR SEQ ID NO: 4 87: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:487: 

VGSVDVDW 

INFORMATION FOR SEQ ID NO: 488: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:488: 

FGVLGFTGV 

INFORMATION FOR SEQ ID NO: 489: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 48 9 

LGAQCSEAV 

INFORMATION FOR SEQ ID NO: 4 90: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 490 

LGFTGVALL 



|0O 



INFORMATION FOR SEQ ID NO: 4 91: 

{a} SEQUENCE CHARACTERISTICS : 
<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:491: 

GAQAAVGDL 

INFORMATION FOR SEQ ID NO: 4 92: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:492: 

MGKKTQRSL 

INFORMATION FOR SEQ ID NO:493: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:493 

SGGGASFNL 

INFORMATION FOR SEQ ID NO: 4 94: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 494 

GGASFNLSL 

INFORMATION FOR SEQ ID NO: 4 95: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:495 

IPAVKESDA 



I'M 



INFORMATION FOR SEQ ID NO: 496: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:496: 

EPRGASRPN 

INFORMATION FOR SEQ ID NO: 4 97: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:497: 

IPVSRPVLT 

INFORMATION FOR SEQ ID NO: 498: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 498: 

DAGKYYCRA 



INFORMATION FOR SEQ ID NO: 4 99: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 499 

LLYALFHKI 



INFORMATION FOR SEQ ID NO: 500: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 500 



dgyrrdlmt 



INFORMATION FOR SEQ ID NO: 501: 

(a) SEQUENCE CHARACTERISTICS : 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 501: 

EALRGSPPI 

INFORMATION FOR SEQ ID NO: 502: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:502: 

FGVLGFTGV 

INFORMATION FOR SEQ ID NO: 503: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 503 

AAVGDLLEL 

INFORMATION FOR SEQ ID NO: 504: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 504 

LGFTGVALL 

INFORMATION FOR SEQ ID NO: 505: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 505 

RADNGHVPI 

INFORMATION FOR SEQ ID NO: 506: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 506 

SPTPDMEEL 



INFORMATION FOR SEQ ID NO: 507: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 507: 

GPDGYKRDL 

INFORMATION FOR SEQ ID NO: 508: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 508: 

SAELEIPAV 

INFORMATION FOR SEQ ID NO: 509: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 509: 

GAQAAVGDL 

INFORMATION FOR SEQ ID NO: 510: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 510 

LGAQCSEAV 

INFORMATION FOR SEQ ID NO : 5ft 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 511 

LLYALFHKI 

INFORMATION FOR SEQ ID NO: 512: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 512 

VGSVDVDW 

10*1 



INFORMATION FOR SEQ ID NO: 513: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 513: 

IPVSRPVLT 

INFORMATION FOR SEQ ID NO: 514: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 514: 

KWNIPVRI 

INFORMATION FOR SEQ ID NO: 515: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 515: 

SGGGASFNL 

INFORMATION FOR SEQ ID NO: 516: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 516: 



GGASFNLSL 



INFORMATION FOR SEQ ID NO: 517: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



(b) SEQUENCE DESCRIPTION: SEQ ID NO: 517: 

QPVYVNVGS 



INFORMATION FOR SEQ ID NO: 518: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:518: 



VPIQSKVVN 



INFORMATION FOR SEQ ID NO: 519: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:519: 

MGKKTQRSL 

INFORMATION FOR SEQ ID NO: 520: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 520: 

RSLSAELEI 



INFORMATION FOR SEQ ID NO: 521: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 521: 

RADNGHVPI 



INFORMATION FOR SEQ ID NO: 522: 



yl (a) SEQUENCE CHARACTERISTICS: 

fyj <212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 522: 

if EALRGSPPI 

o 

i; INFORMATION FOR SEQ ID NO: 523: 

N 5 (a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 523: 



SAELEIPAV 

INFORMATION FOR SEQ ID NO: 524: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 524: 

FGVLGFTGV 



INFORMATION FOR SEQ ID NO: 525: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 525: 

VGSVDVDW 

INFORMATION FOR SEQ ID NO: 526: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 526: 

LGAQCSEAV 

INFORMATION FOR SEQ ID NO: 527: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 527 

GAQAAVGDL 

INFORMATION FOR SEQ ID NO: 528: 

(a) SEQUENCE CHARACTERISTICS : 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 528 

AAVGDLLEL 

INFORMATION FOR SEQ ID NO: 529: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION : SEQ ID NO: 529 

LGFTGVALL 

INFORMATION FOR SEQ ID NO: 530: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:53C 

DGYRRDLMT 



10^ 



INFORMATION FOR SEQ ID NO: 531: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 531: 

GPDGYRRDL 

INFORMATION FOR SEQ ID NO: 532: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO:532: 

SGGGASFNL 

INFORMATION FOR SEQ ID NO: 533: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 533: 

MGKKTQRSL 

INFORMATION FOR SEQ ID NO: 534: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 534 

SPTPDMEEL 

INFORMATION FOR SEQ ID NO: 535: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 535 

GGASFNLSL 

INFORMATION FOR SEQ ID NO: 536: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 53 6 

LLYALFHKI 



INFORMATION FOR SEQ ID NO: 537: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 537 

DAGKYYCRA 

INFORMATION FOR SEQ ID NO: 538: 

(a) SEQUENCE CHARACTERISTICS : 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 538 

GASFNLSLT 

INFORMATION FOR SEQ ID NO: 53 9: 

(a) SEQUENCE CHARACTERISTICS : 

<212> PEPTIDE 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 539 

SATNEPRGA 

INFORMATION FOR SEQ ID NO: 54 0: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

DVDWYSQV 



INFORMATION FOR SEQ ID NO: 541: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



VGSVDVDW 



INFORMATION FOR SEQ ID NO: 542: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



YQFYHEDVT 



INFORMATION FOR SEQ ID NO: 543: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

VLWGLFGVL 



INFORMATION FOR SEQ ID NO: 544: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



HVPIQSKW 



INFORMATION FOR SEQ ID NO: 54 5: 

(a) SEQUENCE CHARACTERISTICS' 
<212> PEPTIDE 



QQPESSANI 



INFORMATION FOR SEQ ID NO: 546: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 



LENKDSQVI 



INFORMATION FOR SEQ ID NO: 547: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 



LLYALFHK1 



INFORMATION FOR SEQ ID NO: 548: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 



LGFTGVALL 



INFORMATION FOR SEQ ID NO: 549: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

AQCSEAVPV 



INFORMATION FOR SEQ ID NO: 550: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



LGAQCSEAV 



INFORMATION FOR SEQ ID NO: 551: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

FGVLGFTGV 

INFORMATION FOR SEQ ID NO: 552: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

SPPILYQFY 



INFORMATION FOR SEQ ID NO: 553: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 

WGLFGVLGF 



INFORMATION FOR SEQ ID NO: 554: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 



DGYRRDLMT 



INFORMATION FOR SEQ ID NO: 555: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

VNIPVRIPV 



INFORMATION FOR SEQ ID NO: 556: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



RDLMTAGVL 



INFORMATION FOR SEQ ID NO: 557: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



DVDWYSQV 



INFORMATION FOR SEQ ID NO: 558: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 



R1PVSRPVL 



INFORMATION FOR SEQ ID NO: 559: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 



AQAAVGDLL 



INFORMATION FOR SEQ ID NO: 560: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 



APSGGGASF 



INFORMATION FOR SEQ ID NO: 561: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



GSPPILYQF 



INFORMATION FOR SEQ ID NO: 562: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



ASRPNPQEF 



INFORMATION FOR SEQ ID NO: 563: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



VALLLYALF 



INFORMATION FOR SEQ ID NO: 564: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 



TAGVLWGLF 



INFORMATION FOR SEQ ID NO: 565: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 



LTAEHSGNY 

INFORMATION FOR SEQ ID NO: 566: 

(a) SEQUENCE CHARACTERISTICS 
<23,2> PEPTIDE 

GSVDVDWY 



INFORMATION FOR SEQ ID NO: 567: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

FTGVAL1XY 



INFORMATION FOR SEQ ID NO: 568: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

RSLSAELEI 



INFORMATION FOR SEQ ID NO: 56 9: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

RSPGAQAAV 



£ INFORMATION FOR SEQ ID NO: 570: 

Jf (a) SEQUENCE CHARACTERISTICS 

10 <212> PEPTIDE 



VSISGPDGY 



p INFORMATION FOR SEQ ID NO: 571: 

Jji (a) SEQUENCE CHARACTERISTICS 

M <212> PEPTIDE 

LSAELEIPA 



INFORMATION FOR SEQ ID NO: 572: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 



YSCEANNGL 



INFORMATION FOR SEQ ID NO: 573: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 

SSAPSGGGA 



INFORMATION FOR SEQ ID NO : 574: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 



ASFNLSLTA 



INFORMATION FOR SEQ ID NO: 575: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 



MTAGVLWGL 



INFORMATION FOR SEQ ID NO: 576: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 



RADNGHVPI 



INFORMATION FOR SEQ ID NO: 577: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 



QSKWNIPV 



INFORMATION FOR SEQ ID NO: 578: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 



ssanTrTll 



INFORMATION FOR SEQ ID NO: 579: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

CSEAVPVS1 



INFORMATION FOR SEQ ID NO: 580: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



WGLFGVLGF 



INFORMATION FOR SEQ ID NO: 581: 

(a) SEQUENCE CHARACTERISTICS : 
<212> PEPTIDE 



VALLLYALF 



INFORMATION FOR SEQ ID NO: 582: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 

AAVGDLLEL 

INFORMATION FOR SEQ ID NO: 583: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 



LLYALFHK1 



INFORMATION FOR SEQ ID NO: 584: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 



RDLMTAGVL 



INFORMATION FOR SEQ ID NO: 585: 

(a) SEQUENCE CHARACTERISTICS : 
<212> PEPTIDE 

SPTPDMEEL 



INFORMATION FOR SEQ ID NO: 586: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



EALRGSPPI 



INFORMATION FOR SEQ ID NO: 5 87: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



QFYHEDVTL 



INFORMATION FOR SEQ ID NO: 588: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

VRIPVSRPV 



INFORMATION FOR SEQ ID NO: 589: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 



VLWGLFGVL 



INFORMATION FOR SEQ ID NO: 590: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 



GHVPIQS^Y 



INFORMATION FOR SEQ ID NO: 591: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

LGFTGVALL 



INFORMATION FOR SEQ ID NO: 592: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

KWNIPVR1 



INFORMATION FOR SEQ ID NO: 593: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

r.~~-T. 

3 FGVLGFTGV 

p INFORMATION FOR SEQ ID NO: 594: 

(a) SEQUENCE CHARACTERISTICS: 
P <212> PEPTIDE 

• fy 

U VVYSQVWSM 



ffll INFORMATION FOR SEQ ID NO: 595: 

(a) SEQUENCE CHARACTERISTICS 
H 5 <212> PEPTIDE 



INFORMATION FOR SEQ ID NO: 596: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 



GAQAAVGDL 



INFORMATION FOR SEQ ID NO: 597: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



YSCEANNGL 



INFORMATION FOR SEQ ID NO: 598: 

(a) SEQUENCE CHARACTERISTICS : 
<212> PEPTIDE 



ESSANIRTL 



INFORMATION FOR SEQ ID NO: 599: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



VNIPVRIPV 



INFORMATION FOR SEQ ID NO: 600: 

(a) SEQUENCE CHARACTERISTICS : 
<212> PEPTIDE 



GSPPILYQF 



INFORMATION FOR SEQ ID NO: 601: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 



QFYHEDVTL 



INFORMATION FOR SEQ ID NO: 602: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 

GFTGVALLL 

INFORMATION FOR SEQ ID NO: 603: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 

CjPDGYRRDL 



INFORMATION FOR SEQ ID NO: 604: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

SPTPDMEEL 



INFORMATION FOR SEQ ID NO: 605: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



INFORMATION FOR SEQ ID NO: 606: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

APSGGGASF 



INFORMATION FOR SEQ ID NO: 607: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

LYQFYHEDV 



p| INFORMATION FOR SEQ ID NO: 608: 

(a) SEQUENCE CHARACTERISTICS: 
"3 <212> PEPTIDE 



RPNPQEFTY 



INFORMATION FOR SEQ ID NO: 609: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



GYRRDLMTA 



INFORMATION FOR SEQ ID NO: 610: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 

SPPELYQFY 

INFORMATION FOR SEQ ID NO: 611: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 

LGFTGVALL 
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INFORMATION FOR SEQ ID NO: 612: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



GAQAAVGDL 



INFORMATION FOR SEQ ID NO: 613: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



MTAGVLWGL 



INFORMATION FOR SEQ ID NO: 614: 

(a) SEQUENCE CHARACTERISTICS : 
<212> PEPTIDE 

GVALLLYAL 

INFORMATION FOR SEQ ID NO: 615: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 



AAVGDLLEL 



INFORMATION FOR SEQ ID NO: 616: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 

ESSANIRTL 



INFORMATION FOR SEQ ID NO: 617: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 



MGKKTQRSL 



INFORMATION FOR SEQ ID NO: 618: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

YSCEANNGL 

INFORMATION FOR SEQ ID NO: 619: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

GSPPILYQF 



INFORMATION FOR SEQ ID NO: 620: 



(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

VLGFTGVAL 



INFORMATION FOR SEQ ID NO: 621: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



GVALLLYAL 



INFORMATION FOR SEQ ID NO: 622: 



(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



TQRSLSAEL 



INFORMATION FOR SEQ ID NO: 623: 



(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



SSANIRTLL 



INFORMATION FOR SEQ ID NO: 624: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

VLWGLFGVL 



INFORMATION FOR SEQ ID NO: 625: 

(a) SEQUENCE CHARACTERISTICS : 
<212> PEPTIDE 



GGASFNLSL 



INFORMATION FOR SEQ ID NO: 626 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



AAVGDLLEL 



INFORMATION FOR SEQ ID NO: 627: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

ESSANIRTL 



INFORMATION FOR SEQ ID NO: 628: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



GAQAAVGDL 



INFORMATION FOR SEQ ID NO: 62 9: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



MTAGVLWGL 



INFORMATION FOR SEQ ID NO: 63 0; 



(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



LGFTGVALL 



INFORMATION FOR SEQ ID NO: 631: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



SPPILYQFY 

INFORMATION FOR SEQ ID NO: 632: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

RRDLMTAGv 



Jp INFORMATION FOR SEQ ID NO: 633: 

r? (a) SEQUENCE CHARACTERISTICS 

<212> PEPTIDE 

■T KWNIPVRI 



; INFORMATION FOR SEQ ID NO: 634: 

O (a) SEQUENCE CHARACTERISTICS 

fS <212> PEPTIDE 

■ - ■ 

^ DMEELQPVY 

INFORMATION FOR SEQ ID NO: 635 : 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 



LLYALFHKI 



INFORMATION FOR SEQ ID NO: 636: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



GHVPIQSKV 



INFORMATION FOR SEQ ID NO: 637: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



DSQVIYSSV 



INFORMATION FOR SEQ ID NO:638: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



GPDGYRRDL 



^ INFORMATION FOR SEQ ID NO: 63 9: 

51 (a) SEQUENCE CHARACTERISTICS: 

HJ <212> PEPTIDE 

H= YSCEANNGL 

Q INFORMATION FOR SEQ ID NO: 64 0: 

fjfj 

Jl[ (a) SEQUENCE CHARACTERISTICS: 

H <212> PEPTIDE 



INFORMATION FOR SEQ ID NO: 641: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



SPPILYQFY 



NFORMATION FOR SEQ ID NO: 642: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



RPNPQEFTY 



INFORMATION FOR SEQ ID NO: 643: 

(a) SEQUENCE CHARACTERISTICS : 
<212> PEPTIDE 



FTGVALLLY 



INFORMATION FOR SEQ ID NO: 644: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



LRGSPPILY 



INFORMATION FOR SEQ ID NO: 645: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

GSVDVDWY 



INFORMATION FOR SEQ ID NO: 64 6: 

i=* (a) SEQUENCE CHARACTERISTICS: 

<212> PEPTIDE 

GSPPILYQF 



INFORMATION FOR SEQ ID NO: 647: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



DMEELQPVY 



INFORMATION FOR SEQ ID NO: 64 8 : 



(a) SEQUENCE CHARACTERISTICS : 
<212> PEPTIDE 

LTAEHSGNY 



INFORMATION FOR SEQ ID NO: 649: 



(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



GVALLLYAL 



INFORMATION FOR SEQ ID NO: 650: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



Enkdsqvty 



INFORMATION FOR SEQ ID NO: 651: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

KESDAGKYY 



INFORMATION FOR SEQ ID NO: 652: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 



MTAGVLWGL 



INFORMATION FOR SEQ ID NO: 653: 



(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 



TAGVLWGLF 



INFORMATION FOR SEQ ID NO: 654: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

VALLLYALF 

INFORMATION FOR SEQ ID NO: 655: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

VSISGPDGY 

INFORMATION FOR SEQ ID NO: 656: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

APSGGGASF 

INFORMATION FOR SEQ ID NO : 657: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

SSANIRTLL 

INFORMATION FOR SEQ ID NO: 65 8: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 

GGASFNLSL 

INFORMATION FOR SEQ ID NO: 659: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 

LYALFHKIS 



INFORMATION FOR SEQ ID NO: 660: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



AQAAVGDLL 



INFORMATION FOR SEQ ID NO: 661: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

ESSANIRTL 

INFORMATION FOR SEQ ID NO: 662: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



GASFNLSLT 



INFORMATION FOR SEQ ID NO: 663: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



AAVGDLLEL 



INFORMATION FOR SEQ ID NO: 664: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



CEANNGLGA 



INFORMATION FOR SEQ ID NO: 665: 

(a) SEQUENCE CHARACTERISTICS : 
<212> PEPTIDE 



RSLSAELEI 



INFORMATION FOR SEQ ID NO: 666: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

EALRGSPPI 



INFORMATION FOR SEQ ID NO: 667: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



QQPESSANI 



INFORMATION FOR SEQ ID NO: 668: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

RIPVSRPVL 



INFORMATION FOR SEQ ID NO: 669: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 



KWNIPVRI 



INFORMATION FOR SEQ ID NO: 670: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 



RDLMTAGVL 

INFORMATION FOR SEQ ID NO: 671: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 



SKWNIPVR 



INFORMATION FOR SEQ ID NO: 672: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



TLLENKDSQ 



INFORMATION FOR SEQ ID NO: 673: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

VILGNSSAP 



INFORMATION FOR SEQ ID NO: 674: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



YSCEANNGL 



INFORMATION FOR SEQ ID NO: 675: 

^ (a) SEQUENCE CHARACTERISTICS : 

5f <212> PEPTIDE 

*£\ SGGGASFNL 



INFORMATION FOR SEQ ID NO: 676: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



ink 



SSANIRTLL 



INFORMATION FOR SEQ ID NO: 677: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

VLWGLFGVL 



INFORMATION FOR SEQ ID NO: 678: 



(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



LGFTGVALL 



INFORMATION FOR SEQ ID NO: 679: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



GAQAAVGDL 



INFORMATION FOR SEQ ID NO: 680: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 



GGASFNLSL 



INFORMATION FOR SEQ ID NO: 681: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 



SSANIRTLL 



INFORMATION FOR SEQ ID NO: 682: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 

ESSANIRTL 



INFORMATION FOR SEQ ID NO: 683: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 



AAVGDLLEL 



INFORMATION FOR SEQ ID NO: 684: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

GASFNLSLT 



INFORMATION FOR SEQ ID NO: 685: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



TLLENKDSQ 



INFORMATION FOR SEQ ID NO: 686: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 

RSLSAELEI 



INFORMATION FOR SEQ ID NO: 687: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 



AQAAVGDLL 



INFORMATION FOR SEQ ID NO: 688: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 



YSCEANNGL 



INFORMATION FOR SEQ ID NO: 689: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 

GVALLLYAL 



INFORMATION FOR SEQ ID NO: 690: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



GAQAAVGDL 



INFORMATION FOR SEQ ID NO: 691: 

(a) SEQUENCE CHARACTERISTICS; 
<212> PEPTIDE 

SGGGASFNL 



INFORMATION FOR SEQ ID NO:692: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 



TQRSLSAEL 



INFORMATION FOR SEQ ID NO: 693: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 



WYSQVWSM 

INFORMATION FOR SEQ ID NO: 694: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 

ASRPNPQEF 



INFORMATION FOR SEQ ID NO: 695: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 



QQPESSANI 



INFORMATION FOR SEQ ID NO: 6 96: 



(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



PVYVNVGSV 



INFORMATION FOR SEQ ID NO: 6 97: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



GGASFNLSL 



INFORMATION FOR SEQ ID NO: 698: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



LGFTGVALL 



INFORMATION FOR SEQ ID NO: 6 99: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



RIPVSRPVL 



INFORMATION FOR SEQ ID NO: 700: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



INFORMATION FOR SEQ ID NO701: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

SGGGASFNL 



\ 



INFORMATION FOR SEQ ID NO: 702: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



MGKKTQRSL 



INFORMATION FOR SEQ ID NO: 703: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

GGASFNLSL 



INFORMATION FOR SEQ ID NO: 704: 

(a) SEQUENCE CHARACTERISTICS : 
<212> PEPTIDE 



LGFTGVALL 



INFORMATION FOR SEQ ID NO: 705: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



QQPESSANI 



INFORMATION FOR SEQ ID NO: 706: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 

NIPVRIPVS 

INFORMATION FOR SEQ ID NO: 707: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 



LGAQCSEAV 



INFORMATION FOR SEQ ID NO:708: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 

FGVLGFTGV 



INFORMATION FOR SEQ ID NO: 709: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 

VGSVDVDW 



INFORMATION FOR SEQ ID NO: 710: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 

WGLFGVLGF 



INFORMATION FOR SEQ ID NO: 711: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 

HVPIQSKW 



INFORMATION FOR SEQ ID NO: 712: 

O (a) SEQUENCE CHARACTERISTICS 

,fl <212> PEPTIDE 

§ REPVSRPVL 



INFORMATION FOR SEQ ID NO: 713: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 



W DGYRRDLMT 

131 



INFORMATION FOR SEQ ID NO: 714: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 



RSPGAQAAV 



INFORMATION FOR SEQ ID NO: 715: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 



GSPPILYQF 



INFORMATION FOR SEQ ID NO: 716: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 



SGPDGYRRD 



INFORMATION FOR SEQ ID NO: 717: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 

GAQAAVGDL 

INFORMATION FOR SEQ ID NO: 718: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 

SRPNPQEFT 

INFORMATION FOR SEQ ID NO: 719: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 



SGNYSCEAN 



INFORMATION FOR SEQ ID NO: 720: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

SPPILYQFY 

INFORMATION FOR SEQ ID NO: 721: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



LLYALFHKI 



INFORMATION FOR SEQ ID NO: '722 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



VLWGLFGVL 



723 

INFORMATION FOR SEQ ID NO: ' * J 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



DSQVIYSSV 



INFORMATION FOR SEQ ID NO 724 

(a) SEQUENCE CHARACTERISTICS : 
<212> PEPTIDE 

ELQPWVNV 

725 

INFORMATION FOR SEQ ID NO 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

WYSQVWSM 



A H0 



INFORMATION FOR SEQ ID NO: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

LGFTGVALL 

INFORMATION FOR SEQ ID NO • 727 

(a) SEQUENCE CHARACTERISTICS : 
<212> PEPTIDE 

GAQAAVGDL 

INFORMATION FOR SEQ ID NO: 728 

{a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 

DAGKYYCRA 

INFORMATION FOR SEQ ID NO 729 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 

SPPILYQFY 

INFORMATION FOR SEQ ID NO: 730 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 

TYSSPTPDM 

731 

INFORMATION FOR SEQ ID NO: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 



SGGGASFNL 



INFORMATION FOR SEQ ID NO 732 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

YSCEANNGL 

INFORMATION FOR SEQ ID NO- 733 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

GGGASFNLS 

734 

INFORMATION FOR SEQ ID NO: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

FGVLGFTGV 

INFORMATION FOR SEQ ID NO- 735 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

GGASFNLSL 

INFORMATION FOR SEQ ID NO: 735 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

QQPESSAJN1 

INFORMATION FOR SEQ ID NO: t 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

aAvgdllel 



INFORMATION FOR SEQ ID NO: 73 8: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



SPTPDMEEL 



INFORMATION FOR SEQ ID NO: 73 9: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 

AQAAVGDLL 

INFORMATION FOR SEQ ID NO: 74 0: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 

RDLMTAGVL 



INFORMATION FOR SEQ ID NO: 741: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 

QFYHEDVTL 



INFORMATION FOR SEQ ID NO: 742: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 

GFTGVALLL 

INFORMATION FOR SEQ ID NO: 743: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 

LYQFYHEDV 

INFORMATION FOR SEQ ID NO: 744: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 

TYSSPTPDM 



INFORMATION FOR SEQ ID NO: 745: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

KWNEPVRI 

INFORMATION FOR SEQ ID NO: 746: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

AAVGDLLEL 



INFORMATION FOR SEQ ID NO: 757: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 



EALRGSPPI 



INFORMATION FOR SEQ ID NO: 74 8: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 



RSLSAELEI 



INFORMATION FOR SEQ ID NO: 749: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 

AQAAVGDLL 

INFORMATION FOR SEQ ID NO: 750: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 

SSANIRTLL 



INFORMATION FOR SEQ ID NO: 751: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

QQPESSANI 



INFORMATION FOR SEQ ID NO: 752: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

LLYALFHKI 



INFORMATION FOR SEQ ID NO: 753: 

{a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 



GYRRDLMTA 



INFORMATION FOR SEQ ID NO: 754: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 

CSEAVPVSI 



Mi INFORMATION FOR SEQ ID NO: 755: 

;|Z (a) SEQUENCE CHARACTERISTICS 

M <212> PEPTIDE 

EP 

g SPTPDMEEL 

INFORMATION FOR SEQ ID NO: 756: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 



ALRGSPPIL 



INFORMATION FOR SEQ ID NO: 757: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

RADNGHVPI 



INFORMATION FOR SEQ ID NO: 758: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

YSCEANNGL 



INFORMATION FOR SEQ ID NO: 759: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

VLWGLFGVL 



INFORMATION FOR SEQ ID NO: 760: 



(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

ESSANIRTL 



INFORMATION FOR SEQ ID NO: 761: 

jU (a) SEQUENCE CHARACTERISTICS 

q <212> PEPTIDE 

| LENKDSQVI 

14; INFORMATION FOR SEQ ID NO: 762: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 



MEELQPVYV 



INFORMATION FOR SEQ ID NO: 763: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 

AEHSGNYSC 

INFORMATION FOR SEQ ID NO: 764: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 

EELQPVYVN 



INFORMATION FOR SEQ ID NO: 765: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

EALRGSPPI 

INFORMATION FOR SEQ ID NO: 766: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

OEFTYSSPT 



INFORMATION FOR SEQ ID NO: 767 : 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

SEAVPVSIS 

INFORMATION FOR SEQ ID NO: 768 : 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



LLYALFHKI 



INFORMATION FOR SEQ ID NO: 769: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

CEANNGLGA 

INFORMATION FOR SEQ ID NO: 770: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



HEDVTLGNS 



INFORMATION FOR SEQ ID NO: 771: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 

CSEAVPVSI 

INFORMATION FOR SEQ ID NO: 772: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 

LEIPAVKES 



INFORMATION FOR SEQ ID NO: 7 73: 

(a) SEQUENCE CHARACTERISTICS; 
<212> PEPTIDE 

EDVTLGNSS 

INFORMATION FOR SEQ ID NO: 774: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 



RSLSAELE1 



INFORMATION FOR SEQ ID NO: 775: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 

RADNGHVPI 

INFORMATION FOR SEQ ID NO: 776: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 

QQPESSANI 



INFORMATION FOR SEQ ID NO: 777: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 

KWNIPVRI 

INFORMATION FOR SEQ ID NO: 778: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 



KESDAGKYY 



INFORMATION FOR SEQ ID NO: 779: 



(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 

VDWYSQVW 



INFORMATION FOR SEQ ID NO: 780: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 



LELHCEALR 



INFORMATION FOR SEQ ID NO: 781: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 

LENKDSQVI 

INFORMATION FOR SEQ ID NO: 782: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 



MEELQPVYV 



INFORMATION FOR SEQ ID NO: 783: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



AEHSGNYSC 



INFORMATION FOR SEQ ID NO: 784: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



EELQPVYVN 



INFORMATION FOR SEQ ID NO: 785: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 



EALRGSPPI 



INFORMATION FOR SEQ ID NO: 786: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 



QEFTYSSPT 



INFORMATION FOR SEQ ID NO: 787: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 



SEAVPVSIS 



INFORMATION FOR SEQ ID NO: 788: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 



LLYALFHKI 



INFORMATION FOR SEQ ID NO: 789: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

CEANNGLGA 

INFORMATION FOR SEQ ID NO: 790: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



HEDVTLGNS 



INFORMATION FOR SEQ ID NO: 791: 

(a) SEQUENCE CHARACTERISTICS : 
<212> PEPTIDE 



CSEAVPVSI 



INFORMATION FOR SEQ ID NO: 792: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



LEIPAVKES 



INFORMATION FOR SEQ ID NO: 793: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



EVVTLGNSS 

INFORMATION FOR SEQ ID NO: 794: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



RSLSAELEI 



INFORMATION FOR SEQ ID NO: 795: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

RADNGHVPI 

INFORMATION FOR SEQ ID NO: 796: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



QQPESSANI 



INFORMATION FOR SEQ ID NO: 797: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



KWNBPVRI 



INFORMATION FOR SEQ ID NO: 798: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



KESDAGKYY 



INFORMATION FOR SEQ ID NO: 799: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



VDWYSQVW 



INFORMATION FOR SEQ ID NO: 800: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



LELHCEALR 



INFORMATION FOR SEQ ID NO: 801: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



APSGGGASF 



)6L 



INFORMATION FOR SEQ ID NO: 802: 



(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



SPTPDMEEL 



INFORMATION FOR SEQ ID NO: 803: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



GSPPILYQF 



INFORMATION FOR SEQ ID NO: 804: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



SPPILYQFY 



INFORMATION FOR SEQ ID NO: 805: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



RPNPQEFTY 

INFORMATION FOR SEQ ID NO: 806: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



NPQEFTYSS 



)S~3 



INFORMATION FOR SEQ ID NO: 807: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



GPDGYRRDL 



INFORMATION FOR SEQ ID NO: 808: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



IPVSRPVLT 



INFORMATION FOR SEQ ID NO: 809: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



VPIQSKWN 



INFORMATION FOR SEQ ID NO: 810: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



OPVYVNVGS 



INFORMATION FOR SEQ ID NO: 811: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



IPAVKESDA 



INFORMATION FOR SEQ ID NO: 812: 

(a) SEQUENCE CHARACTERISTICS : 
<212> PEPTIDE 



SSANIRTLL 



INFORMATION FOR SEQ ID NO: 813: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



ESSANIRTL 



INFORMATION FOR SEQ ID NO: 814: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



YSCEANNGL 



INFORMATION FOR SEQ ID NO: 815: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



DSQVIYSSV 



INFORMATION FOR SEQ ID NO: 816: 

(a) SEQUENCE CHARACTERISTICS : 
<212> PEPTIDE 

RSPGAQAAV 

INFORMATION FOR SEQ ID NO: 817: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



ASRPNPQEF 



INFORMATION FOR SEQ ID NO: 818: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

WGLFGVLGF 



155 



INFORMATION FOR SEQ ID NO: 819: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



INFORMATION FOR SEQ ID NO: 820: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

TAGVLWGLF 



INFORMATION FOR SEQ ID NO: 821: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



SKWNIPVR 



INFORMATION FOR SEQ ID NO: 822: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



VKESDAGKY 



INFORMATION FOR SEQ ID NO: 823: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

NKDSQVIYS 



INFORMATION FOR SEQ ID NO: 824: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 



KKTQRSLSA 



INFORMATION FOR SEQ ID NO: 825: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 

HKISGESSA 

INFORMATION FOR SEQ ID NO: 826: 



(a) SEQUENCE CHARACTERISTICS: %2S/ 
<212> PEPTIDE 



GKYYCRADN 



INFORMATION FOR SEQ ID NO: 827: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



INFORMATION FOR SEQ ID NO: 828: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

TNEPRGASR 

INFORMATION FOR SEQ ID NO: 829: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



ESSATNEPR 



INFORMATION FOR SEQ ID NO: 830: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



VSRPVLTLR 



INFORMATION FOR SEQ ID NO: 831: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 

SISGPDGYR 

INFORMATION FOR SEQ ID NO: 832: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 



IPVRIPVSR 



INFORMATION FOR SEQ ID NO: 833: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 



ISGPDGYRR 



INFORMATION FOR SEQ ID NO: 834: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 



QPESSANIR 



INFORMATION FOR SEQ ID NO: 83 5: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 



LLLYALFHK 

INFORMATION FOR SEQ ID NO: 836: 

(a) SEQUENCE CHARACTERISTICS 
<212> PEPTIDE 



DMEELOPVY 



INFORMATION FOR SEQ ID NO: 837: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

SQVIYSSVK 

INFORMATION FOR SEQ ID NO: 83 8: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

VLWGLFGVL 



INFORMATION FOR SEQ ID NO: 839: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



VLGFTGVAL 



INFORMATION FOR SEQ ID NO: 840: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



LLELHCEAL 



INFORMATION FOR SEQ ID NO: 841: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



MGKKTQRSLSAELEIPAVKESDAGKYYCRA 



INFORMATION FOR SEQ ID NO: 842: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

PAVKESDAGKYYCRADNGHVPIQSKVVNIP 



\5*| 



INFORMATION FOR SEQ ID NO: 843: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



DNGHVPIQSKWNIPVRIPVSRPVLTLRSP 



INFORMATION FOR SEQ ID NO: 844: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



VRIPVSRPVLTLRSPGAQAAVGDLLELHCE 



INFORMATION FOR SEQ ID NO: 845: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



'gaqaavgdllelhcealrgsppilyqfyhe 



INFORMATION FOR SEQ ID NO: 846: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

ALRG S P P I L YQ F YHED VTLGNS SAP S GGGA 



INFORMATION FOR SEQ ID NO: 847: 

iff* 

(a) SEQUENCE CHARACTERISTICS: 
P <212> PEPTIDE 



DVTLGNSSAPSGGGASFNLSLTAEHSGNYS 

INFORMATION FOR SEQ ID NO: 848: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



&FNLSLTAEHSGNYSCEANNGLGAQCSEAV 



INFORMATION FOR SEQ ID NO: 849: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



CEANNGLGAQCS EAVP VS I SGPDG YRRDLM 



\U0 



INFORMATION FOR SEQ ID NO: 850: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

PVS I SGPDGYRRDLMTAGVLWGLFGVLGFT 

INFORMATION FOR SEQ ID NO: 851: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

TAGVLWGLFGVLGFTGVALLLYALFHKI SG 



INFORMATION FOR SEQ ID NO: 852: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



J5VALLLYALFHKISGESSATNEPRGASRPN 



INFORMATION FOR SEQ ID NO: 853: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

ESSATNEPRGASRPNPQEFTYSSPTPDMEE 

INFORMATION FOR SEQ ID NO: 854: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

PQEFTYSSPTPDMEELQPVYVNVGSVDVDV 



INFORMATION FOR SEQ ID NO: 855: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



LQPVYVNVGSVDVDWYSQVWSMQQPESSA 



INFORMATION FOR SEQ ID NO: 856: 

. (a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



VYSQVWSMQQPESSANIRTLLENKDSQVIY 



INFORMATION FOR SEQ ID NO: 857: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



NT RTLLENKDSQVI YS S VKKS 



INFORMATION FOR SEQ ID NO: 858: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



KWNI PVRI PVSRPVLTLRS PGAQAAVGDLLELHCEALR 

INFORMATION FOR SEQ ID NO: 859: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

LGAQCSEAVPVS I SGPDGYRRDLM 

INFORMATION FOR SEQ ID NO: 860: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 

ELQPVYVNVGSVDVDV 



a 
o 

□ 

' CD 

en 
w 

H 

O 
CP 
a 



INFORMATION FOR SEQ ID NO: 861: 

(a) SEQUENCE CHARACTERISTICS: 
<212> PEPTIDE 



GPDGYRRDLMTAGVLWGLFGVLGFTGVALLLYALFHKI 



SF 1271824 vl 



INFORMATION FOR SEQ ID NO: 862: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PRT 

<213> Homo sapiens 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 862: 

Met Leu Leu Trp Ala Ser Leu Leu Ala Phe Ala Pro Val Cys Gly Gin 
5 10 15 

Ser Ala Ala Ala His Lys Pro Val lie Ser Val His Pro Pro Trp Thr 
20 25 30 

Thr Phe Phe Lys Gly Glu Arg Val Thr Leu Thr Cys Asn Gly Phe Gin 
35 40 45 

Phe Tyr Ala Thr Glu Lys Thr Thr Trp Tyr His Arg His Tyr Trp Gly 
50 55 60 

Glu Lys Leu Thr Leu Thr Pro Gly Asn Thr Leu Glu Val Arg Glu Ser 
.65 70 75 80 

Gly Leu Tyr Arg Cys Gin Ala Arg Gly Ser Pro Arg Ser Asn Pro Val 
85 90 95 

Arg Leu Leu Phe Ser Ser Asp Ser Leu lie Leu Gin Ala Pro Tyr Ser 
100 105 110 

Val Phe Glu Gly Asp Thr Leu Val Leu Arg Cys His Arg Arg Arg Lys 
115 120 125 

Glu Lys Leu Thr Ala Val Lys Tyr Thr Trp Asn Gly Asn lie Leu Ser 
130 135 140 

lie Ser Asn Lys Ser Trp Asp Leu Leu lie Pro Gin Ala Ser Ser Asn 
145 150 155 160 

Asn Asn Gly Asn Tyr Arg Cys lie Gly Tyr Gly Asp Glu Asn Asp Val 
165 170 175 

Phe Arg Ser Asn Phe Lys lie lie Lys lie Gin Glu Leu Phe Pro His 
180 185 190 

Pro Glu Leu Lys Ala Thr Asp Ser Gin Pro Thr Glu Gly Asn Ser Val 
195 200 205 

Asn Leu Ser Cys Glu Thr Gin Leu Pro Pro Glu Arg Ser Asp Thr Pro 
210 215 220 

Leu His Phe Asn Phe Phe Arg Asp Gly Glu Val lie Leu Ser Asp Trp 
225 230 235 240 

Ser Thr Tyr Pro Glu Leu Gin Leu Pro Thr Val Trp Arg Glu Asn Ser 
245 250 255 

Gly Ser Tyr Trp Cys Gly Ala Glu Thr Val Arg Gly Asn lie His Lys 




260 



265 



270 



His Ser Pro Ser Leu Gin lie His Val Gin Arg lie Pro Val Ser Gly 

275 280 285 

Val Leu Leu Glu Thr Gin Pro Ser Gly Gly Gin Ala Val Glu Gly Glu 
290 295 300 

Met Leu Val Leu Val Cys Ser Val Ala Glu Gly Thr Gly Asp Thr Thr 
305 310 315 320 

Phe Ser Trp His Arg Glu Asp Met Gin Glu Ser Leu Gly Arg Lys Thr 
325 330 335 

Gin Arg Ser Leu Arg Ala Glu Leu Glu Leu Pro Ala lie Arg Gin Ser 
340 345 350 

His Ala Gly Gly Tyr Tyr Cys Thr Ala Asp Asn Ser Tyr Gly Pro Val 
355 360 365 

Gin Ser Met Val Leu Asn Val Thr Val Arg Glu Thr Pro Gly Asn Arg 
370 375 380 

Asp Gly Leu Val Ala Ala Gly Ala Thr Gly Gly Leu Leu Ser Ala Leu 
385 390 395 400 

Leu Leu Ala Val Ala Leu Leu Phe His Cys Trp Arg Arg Arg Lys Ser 
405 410 415 

Gly Val Gly Phe Leu Gly Asp Glu Thr Arg Leu Pro Pro Ala Pro Gly 
420 425 430 

Pro Gly Glu Ser Ser His Ser lie Cys Pro Ala Gin Val Glu Leu Gin 
435 440 445 

Ser Leu Tyr Val Asp Val His Pro Lys Lys Gly Asp Leu Val Tyr Ser 
450 455 460 

Glu lie Gin Thr Thr Gin Leu Gly Glu Glu Glu Glu Ala Asn Thr Ser 
465 470 475 480 

Arg Thr Leu Leu Glu Asp Lys Asp Val Ser Val Val Tyr Ser Glu Val 
485 490 495 

Lys Thr Gin His Pro Asp Asn Ser Ala Gly Lys lie Ser Ser Lys Asp 
500 505 510 

Glu Glu Ser 



INFORMATION FOR SEQ ID NO: 863: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PRT 

<213> Homo sapiens 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 863: 



515 




Met Leu Leu Trp Val lie Leu Leu Val Leu Ala Pro Val Ser Gly Gin 
5 10 15 



Phe Ala Arg Thr Pro Arg Pro lie lie Phe Leu Gin Pro Pro Trp Thr 
20 25 30 

Thr Val Phe Gin Gly Glu Arg Val Thr Leu Thr Cys Lys Gly Phe Arg 
35 40 45 

Phe Tyr Ser Pro Gin Lys Thr Lys Trp Tyr His Arg Tyr Leu Gly Lys 
50 55 60 

Glu lie Leu Arg Glu Thr Pro Asp Asn lie Leu Glu Val Gin Glu Ser 
65 70 75 80 

Gly Glu Tyr Arg Cys Gin Ala Gin Gly Ser Pro Leu Ser Ser Pro Val 
85 90 95 

His Leu Asp Phe Ser Ser Ala Ser Leu lie Leu Gin Ala Pro Leu Ser 
100 105 110 

Val Phe Glu Gly Asp Ser Val Val Leu Arg Cys Arg Ala Lys Ala Glu 
115 120 125 

Val Thr Leu Asn Asn Thr lie Tyr Lys Asn Asp Asn Val Leu Ala Phe 
130 135 140 

Leu Asn Lys Arg Thr Asp Phe His lie Pro His Ala Cys Leu Lys Asp 
145 150 155 160 

Asn Gly Ala Tyr Arg Cys Thr Gly Tyr Lys Glu Ser Cys Cys Pro Val 
165 170 175 

Ser Ser Asn Thr Val Lys lie Gin Val Gin Glu Pro Phe Thr Arg Pro 
180 185 190 

Val Leu Arg Ala Ser Ser Phe Gin Pro He Ser Gly Asn Pro Val Thr 
195 200 205 

Leu Thr Cys Glu Thr Gin Leu Ser Leu Glu Arg Ser Asp Val Pro Leu 
210 215 220 

Arg Phe Arg Phe Phe Arg Asp Asp Gin Thr Leu Gly Leu Gly Trp Ser 
225 230 235 240 

Leu Ser Pro Asn Phe Gin He Thr Ala Met Trp Ser Lys Asp Ser Gly 
245 250 255 

Phe Tyr Trp Cys Lys Ala Ala Thr Met Pro His Ser Val He Ser Asp 
260 265 270 

Ser Pro Arg Ser Trp He Gin Val Gin He Pro Ala Ser His Pro Val 
275 280 285 

Leu Thr Leu Ser Pro Glu Lys Ala Leu Asn Phe Glu Gly Thr Lys Val 
290 295 300 



Thr Leu His Cys Glu Thr Gin Glu Asp Ser Leu Arg Thr Leu Tyr Arg 
305 310 315 320 

Phe Tyr His Glu Gly Val Pro Leu Arg His Lys Ser Val Arg Cys Glu 
325 330 335 

Arg Gly Ala Ser lie Ser Phe Ser Leu Thr Thr Glu Asn Ser Gly Asn 
340 345 350 

Tyr Tyr Cys Thr Ala Asp Asn Gly Leu Gly Ala Lys Pro Ser Lys Ala 
355 360 365 

Val Ser Leu Ser Val Thr Val Pro Val Ser His Pro Val Leu Asn Leu 
370 375 380 

Ser Ser Pro Glu Asp Leu lie Phe Glu Gly Ala Lys Val Thr Leu His 
385 390 395 400 

Cys Glu Ala Gin Arg Gly Ser Leu Pro lie Leu Tyr Gin Phe His His 
405 410 415 

Glu Asp Ala Ala Leu Glu Arg Arg Ser Ala Asn Ser Ala Gly Gly Val 
420 425 430 

Ala lie Ser Phe Ser Leu Thr Ala Glu His Ser Gly Asn Tyr Tyr Cys 
435 440 445 

Thr Ala Asp Asn Gly Phe Gly Pro Gin Arg Ser Lys Ala Val Ser Leu 
450 455 460 

Ser lie Thr Val Pro Val Ser His Pro Val Leu Thr Leu Ser Ser Ala 
465 470 475 480 

Glu Ala Leu Thr Phe Glu Gly Ala Thr Val Thr Leu His Cys Glu Val 
485 490 495 

Glri Arg Gly Ser Pro Gin lie Leu Tyr Gin Phe Tyr His Glu Asp Met 
500 505 510 

Pro Leu Trp Ser Ser Ser Thr Pro Ser Val Gly Arg Val Ser Phe Ser 
515 520 525 

Phe Ser Leu Thr Glu Gly His Ser Gly Asn Tyr Tyr Cys Thr Ala Asp 
530 535 540 

Asn Gly Phe Gly Pro Gin Arg Ser Glu Val Val Ser Leu Phe Val Thr 
545 550 555 560 

Val Pro Val Ser Arg Pro lie Leu Thr Leu Arg Val Pro Arg Ala Gin 
565 570 575 

Ala Val Val Gly Asp Leu Leu Glu Leu His Cys Glu Ala Pro Arg Gly 
580 585 590 

Ser Pro Pro lie Leu Tyr Trp Phe Tyr His Glu Asp Val Thr Leu Gly 



595 



600 



605 




Ser Ser Ser Ala Pro Ser Gly Gly Glu Ala 
610 615 



Ser Phe Asn Leu Ser Leu 
620 



Thr Ala Glu His Ser Gly Asn Tyr Ser Cys Glu Ala Asn Asn Gly Leu 
625 630 635 6*40 

Val Ala Gin His Ser Asp Thr lie Ser Leu Ser Val lie Val Pro Val 
645 650 655 

Ser Arg Pro lie Leu Thr Phe Arg Ala Pro Arg Ala Gin Ala Val Val 
660 665 670 

Gly Asp Leu Leu Glu Leu His Cys Glu Ala Leu Arg Gly Ser Ser Pro 
675 680 685 

lie Leu Tyr Trp Phe Tyr His Glu Asp Val Thr Leu Gly Lys lie Ser 
690 695 700 

Ala Pro Ser Gly Gly Gly Ala Ser Phe Asn Leu Ser Leu Thr Thr Glu 
705 710 715 720 

His Ser Gly lie Tyr Ser Cys Glu Ala Asp Asn Gly Leu Glu Ala Gin 
725 730 735 

Arg Ser Glu Met Val Thr Leu Lys Val Ala Gly Glu Trp Ala Leu Pro 
740 745 750 

Thr Ser Ser Thr Ser Glu Asn 
755 

INFORMATION FOR SEQ ID NO: 864: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PRT 

<213> Homo sapiens 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 864: 

Met Leu Leu Trp Val lie Leu Leu Val Leu Ala Pro Val Ser Gly Gin 
5 10 15 

Phe Ala Arg Thr Pro Arg Pro He He Phe Leu Gin Pro Pro Trp Thr 
20 25 30 

Thr Val Phe Gin Gly Glu Arg Val Thr Leu Thr Cys Lys Gly Phe Arg 
35 40 45 

Phe Tyr Ser Pro Gin Lys Thr Lys Trp Tyr His Arg Tyr Leu Gly Lys 
50 55 60 

Glu He Leu Arg Glu Thr Pro Asp Asn He Leu Glu Val Gin Glu Ser 
65 70 75 80 

Gly Glu Tyr Arg Cys Gin Ala Gin Gly Ser Pro Leu Ser Ser Pro Val 
85 90 95 



ii/r 



His Leu Asp Phe Ser Ser Ala Ser Leu lie Leu Gin Ala Pro Leu Ser 
100 105 110 

Val Phe Glu Gly Asp Ser Val Val Leu Arg Cys Arg Ala Lys Ala Glu 
115 120 125 

Val Thr Leu Asn Asn Thr lie Tyr Lys Asn Asp Asn Val Leu Ala Phe 
130 135 140 

Leu Asn Lys Arg Thr Asp Phe His He Pro His Ala Cys Leu Lys Asp 
145 150 155 160 

Asn Gly Ala Tyr Arg Cys Thr Gly Tyr Lys Glu Ser Cys Cys Pro Val 
165 170 175 

Ser Ser Asn Thr Val Lys He Gin Val Gin Glu Pro Phe Thr Arg Pro 
180 185 190 

Val Leu Arg Ala Ser Ser Phe Gin Pro He Ser Gly Asn Pro Val Thr 
195 200 205 

Leu Thr Cys Glu Thr Gin Leu Ser Leu Glu Arg Ser Asp Val Pro Leu 
210 215 220 

Arg Phe Arg Phe Phe Arg Asp Asp Gin Thr Leu Gly Leu Gly Trp Ser 
225 230 235 240 

Leu Ser Pro Asn Phe Gin He Thr Ala Met Trp Ser Lys Asp Ser Gly 
245 250 255 

Phe Tyr Trp Cys Lys Ala Ala Thr Met Pro His Ser Val He Ser Asp 
260 265 270 

Ser Pro Arg Ser Trp He Gin Val Gin He Pro Ala Ser His Pro Val 
275 280 285 

Leu Thr Leu Ser Pro Glu Lys Ala Leu Asn Phe Glu Gly Thr Lys Val 
290 295 300 

Thr Leu His Cys Glu Thr Gin Glu Asp Ser Leu Arg Thr Leu Tyr Arg 
305 310 315 320 

Phe Tyr His Glu Gly Val Pro Leu Arg His Lys Ser Val Arg Cys Glu 
325 330 335 

Arg Gly Ala Ser He Ser Phe Ser Leu Thr Thr Glu Asn Ser Gly Asn 
340 345 350 

Tyr Tyr Cys Thr Ala Asp Asn Gly Leu Gly Ala Lys Pro Ser Lys Ala 
355 360 365 

Val Ser Leu Ser Val Thr Val Pro Val Ser His Pro Val Leu Asn Leu 
370 375 380 

Ser Ser Pro Glu Asp Leu He Phe Glu Gly Ala Lys Val Thr Leu His 
385 390 395 400 



Cys Glu Ala Gin Arg Gly Ser Leu Pro lie Leu Tyr Gin Phe His His 
405 410 415 



Glu Asp Ala Ala Leu Glu Arg Arg Ser Ala Asn Ser Ala Gly Gly Val 
420 425 430 

Ala He Ser Phe Ser Leu Thr Ala Glu His Ser Gly Asn Tyr Tyr Cys 
435 440 445 

Thr Ala Asp Asn Gly Phe Gly Pro Gin Arg Ser Lys Ala Val Ser Leu 
450 455 460 

Ser He Thr Val Pro Val Ser His Pro Val Leu Thr Leu Ser Ser Ala 
465 470 475 480 

Glu Ala Leu Thr Phe Glu Gly Ala Thr Val Thr Leu His Cys Glu Val 
485 490 495 

Gin Arg Gly Ser Pro Gin He Leu Tyr Gin Phe Tyr His Glu Asp Met 
500 505 510 

Pro Leu Trp Ser Ser Ser Thr Pro Ser Val Gly Arg Val Ser Phe Ser 
^ 515 52 0 525 

P Phe Ser Leu Thr Glu Gly His Ser Gly Asn Tyr Tyr Cys Thr Ala Asp 

Jp 530 535 540 

03 Asn Gly Phe Gly Pro Gin Arg Ser Glu Val Val Ser Leu Phe Val Thr 

fft 545 550 555 560 

! " g Gly Lys Cys Trp Val Leu Ala Ser His Pro Pro Leu Ala Glu Phe Ser 
f ^ 565 570 575 

^ Leu Thr His Ser Phe Lys Asn Leu Phe Ala Leu Ser Ser Phe Leu Pro 
O 580 585 590 

in 

Q INFORMATION FOR SEQ ID NO: 865: 

P " (a) SEQUENCE CHARACTERISTICS: 

<212> PRT 
<213> Homo sapiens 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 865: 

Met Leu Leu Trp Val He Leu Leu Val Leu Ala Pro Val Ser Gly Gin 
5 10 15 

Phe Ala Arg Thr Pro Arg Pro He He Phe Leu Gin Pro Pro Trp Thr 
20 25 30 

Thr Val Phe Gin Gly Glu Arg Val Thr Leu Thr Cys Lys Gly Phe Arg 
35 40 45 

Phe Tyr Ser Pro Gin Lys Thr Lys Trp Tyr His Arg Tyr Leu Gly Lys 
50 55 60 

Glu He Leu Arg Glu Thr Pro Asp Asn He Leu Glu Val Gin Glu Ser 



65 70 75 80 

Gly Glu Tyr Arg Cys Gin Ala Gin Gly Ser Pro Leu Ser Ser Pro Val 
85 90 95 

His Leu Asp Phe Ser Ser Ala Ser Leu He Leu Gin Ala Pro Leu Ser 
100 105 HO 

Val Phe Glu Gly Asp Ser Val Val Leu Arg Cys Arg Ala Lys Ala Glu 
115 120 125 

Val Thr Leu Asn Asn Thr He Tyr Lys Asn Asp Asn Val Leu Ala Phe 
130 135 140 

Leu Asn Lys Arg Thr Asp Phe His He Pro His Ala Cys Leu Lys Asp 
145 150 155 160 

Asn Gly Ala Tyr Arg Cys Thr Gly Tyr Lys Glu Ser Cys Cys Pro Val 
165 170 175 

Ser Ser Asn Thr Val Lys He Gin Val Gin Glu Pro Phe Thr Arg Pro 
s 180 185 190 

P Val Leu A i a Ser Ser Phe Gin Pro He Ser Gly Asn Pro Val Thr 

U 195 200 205 

0 Leu Thr Cys Glu Thr Gin Leu Ser Leu Glu Arg Ser Asp Val Pro Leu 
m 210 215 220 

Arg Phe Arg Phe Phe Arg Asp Asp Gin Thr Leu Gly Leu Gly Trp Ser 
sa 225 230 235 240 

Leu Ser Pro Asn Phe Gin He Thr Ala Met Trp Ser Lys Asp Ser Gly 

Nj : 245 250 255 

01 Phe Tyr Trp Cys Lys Ala Ala Thr Met Pro His Ser Val He Ser Asp 
O ' 260 265 270 

Ser Pro Arg Ser Trp He Gin Val Gin He Pro Ala Ser His Pro Val 
275 280 285 

Leu Thr Leu Ser Pro Glu Lys Ala Leu Asn Phe Glu Gly Thr Lys Val 
290 295 300 

Thr Leu His Cys Glu Thr Gin Glu Asp Ser Leu Arg Thr Leu Tyr Arg 
305 310 315 320 

Phe Tyr His Glu Gly Val Pro Leu Arg His Lys Ser Val Arg Cys Glu 
325 330 335 

Arg Gly Ala Ser He Ser Phe Ser Leu Thr Thr Glu Asn Ser Gly Asn 
340 345 350 

Tyr Tyr Cys Thr Ala Asp Asn Gly Leu Gly Ala Lys Pro Ser Lys Ala 
355 360 365 

Val Ser Leu Ser Val Thr Val Pro Val Ser His Pro Val Leu Asn Leu 



370 



375 



380 



Ser Ser Pro Glu Asp Leu lie Phe Glu Gly Ala Lys Val Thr Leu His 
385 390 395 400 

Cys Glu Ala Gin Arg Gly Ser Leu Pro He Leu Tyr Gin Phe His His 
405 410 415 

Glu Asp Ala Ala Leu Glu Arg Arg Ser Ala Asn Ser Ala Gly Gly Val 
420 425 430 

Ala He Ser Phe Ser Leu Thr Ala Glu His Ser Gly Asn Tyr Tyr Cys 
435 440 445 

Thr Ala Asp Asn Gly Phe Gly Pro Gin Arg Ser Lys Ala Val Ser Leu 
450 455 460 

Ser He Thr Val Pro Val Ser His Pro Val Leu Thr Leu Ser Ser Ala 
465 470 475 480 

Glu Ala Leu Thr Phe Glu Gly Ala Thr Val Thr Leu His Cys Glu Val 
485 490 495 

Gin Arg Gly Ser Pro Gin He Leu Tyr Gin Phe Tyr His Glu Asp Met 
500 505 510 

Pro Leu Trp Ser Ser Ser Thr Pro Ser Val Gly Arg Val Ser Phe Ser 
515 520 525 

Phe Ser Leu Thr Glu Gly His Ser Gly Asn Tyr Tyr Cys Thr Ala Asp 
530 535 540 

Asn Gly Phe Gly Pro Gin Arg Ser Glu Val Val Ser Leu Phe Val Thr 
545 550 555 560 

Val Pro Val Ser Arg Pro He Leu Thr Leu Arg Val Pro Arg Ala Gin 
565 570 575 

Ala Val Val Gly Asp Leu Leu Glu Leu His Cys Glu Ala Pro Arg Gly 
580 585 590 

Ser Pro Pro He Leu Tyr Trp Phe Tyr His Glu Asp Val Thr Leu Gly 
595 600 605 

Ser Ser Ser Ala Pro Ser Gly Gly Glu Ala Ser Phe Asn Leu Ser Leu 
610 615 620 

Thr Ala Glu His Ser Gly Asn Tyr Ser Cys Glu Ala Asn Asn Gly Leu 
625 630 635 640 

Val Ala Gin His Ser Asp Thr He Ser Leu Ser Val He Val Pro Val 
645 650 655 

Ser Arg Pro He Leu Thr Phe Arg Ala Pro Arg Ala Gin Ala Val Val 
660 665 670 

Gly Asp Leu Leu Glu Leu His Cys Glu Ala Leu Arg Gly Ser Ser Pro 



675 680 685 

lie Leu Tyr Trp Phe Tyr His Glu Asp Val Thr Leu Gly Lys lie Ser 
690 695 700 

Ala Pro Ser Gly Gly Gly Ala Ser Phe Asn Leu Ser Leu Thr Thr Glu 
705 710 715 720 

His Ser Gly lie Tyr Ser Cys Glu Ala Asp Asn Gly Leu Glu Ala Gin 
725 730 735 

Arg Ser Glu Met Val Thr Leu Lys Val Ala Val Pro Val Ser Arg Pro 
740 745 750 

Val Leu Thr Leu Arg Ala Pro Gly Thr His Ala Ala Val Gly Asp Leu 
755 760 765 

Leu Glu Leu His Cys Glu Ala Leu Arg Gly Ser Pro Leu lie Leu Tyr 
770 775 780 

Arg Phe Phe His Glu Asp Val Thr Leu Gly Asn Arg Ser Ser Pro Ser 
785 790 795 - 800 

Gly Gly Ala Ser Leu Asn Leu Ser Leu Thr Ala Glu His Ser Gly Asn 
805 810 815 

Tyr Ser Cys Glu Ala Asp Asn Gly Leu Gly Ala Gin Arg Ser Glu Thr 
820 825 830 

Val Thr Leu Tyr lie Thr Gly Leu Thr Ala Asn Arg Ser Gly Pro Phe 
835 840 845 

Ala Thr Gly Val Ala Gly Gly Leu Leu Ser He Ala Gly Leu Ala Ala 
850 855 860 

Gly Ala Leu Leu Leu Tyr Cys Trp Leu Ser Arg Lys Ala Gly Arg Lys 
865 870 875 880 

Pro Ala Ser Asp Pro Ala Arg Ser Pro Ser Asp Ser Asp Ser Gin Glu 
885 890 895 

Pro Thr Tyr His Asn Val Pro Ala Trp Glu Glu Leu Gin Pro Val Tyr 
900 905 910 

Thr Asn Ala Asn Pro Arg Gly Glu Asn Val Val Tyr Ser Glu Val Arg 
915 920 925 

He He Gin Glu Lys Lys Lys His Ala Val Ala Ser Asp Pro Arg His 
930 935 940 

Leu Arg Asn Lys Gly Ser Pro He He Tyr Ser Glu Val Lys Val Ala 
945 ^ 950 955 960 

Ser Thr Pro Val Ser Gly Ser Leu Phe Leu Ala Ser Ser Ala Pro His 
965 970 975 



Arg 



INFORMATION FOR SEQ ID NO: 866: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PRT 

<213> Homo sapiens 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 866: 

Met Leu Leu Trp Leu Leu Leu Leu lie Leu Thr Pro Gly Arg Glu Gin 
5 10 15 

Ser Gly Val Ala Pro Lys Ala Val Leu Leu Leu Asn Pro Pro Trp Ser 
20 25 30 

Thr Ala Phe Lys Gly Glu Lys Val Ala Leu lie Cys Ser Ser He Ser 
35 40 45 

His Ser Leu Ala Gin Gly Asp Thr Tyr Trp Tyr His Asp Glu Lys Leu 
50 55 60 

Leu Lys He Lys His Asp Lys He Gin He Thr Glu Pro Gly Asn Tyr 
65 70 75 80 

Gin Cys Lys Thr Arg Gly Ser Ser Leu Ser Asp Ala Val His Val Glu 
85 90 95 

Phe Ser Pro Asp Trp Leu He Leu Gin Ala Leu His Pro Val Phe Glu 
100 105 110 

Gly Asp Asn Val He Leu Arg Cys Gin Gly Lys Asp Asn Lys Asn Thr 
115 120 125 

His Gin Lys Val Tyr Tyr Lys Asp Gly Lys Gin Leu Pro Asn Ser Tyr 
13 0 135 140 

Asn Leu Glu Lys He Thr Val Asn Ser Val Ser Arg Asp Asn Ser Lys 
145 150 155 160 

Tyr His Cys Thr Ala Tyr Arg Lys Phe Tyr He Leu Asp He Glu Val 
165 170 175 

Thr Ser Lys Pro Leu Asn He Gin Val Gin Glu Leu Phe Leu His Pro 
180 185 190 

Val Leu Arg Ala Ser Ser Ser Thr Pro He Glu Gly Ser Pro Met Thr 
195 200 205 

Leu Thr Cys Glu Thr Gin Leu Ser Pro Gin Arg Pro Asp Val Gin Leu 
210 215 220 

Gin Phe Ser Leu Phe Arg Asp Ser Gin Thr Leu Gly Leu Gly Trp Ser 
225 230 235 240 

Arg Ser Pro Arg Leu Gin He Pro Ala Met Trp Thr Glu Asp Ser Gly 



245 



250 



255 




Ser Tyr Trp Cys Glu Val Glu Thr Val Thr His Ser He Lys Lys Arg 
260 265 270 

Ser Leu Arg Ser Gin He Arg Val Gin Arg Val Pro Val Ser Asn Val 
275 280 285 

Asn Leu Glu He Arg Pro Thr Gly Gly Gin Leu He Glu Gly Glu Asn 
290 295 300 

Met Val Leu He Cys Ser Val Ala Gin Gly Ser Gly Thr Val Thr Phe 
305 310 315 320 

Ser Trp His Lys Glu Gly Arg Val Arg Ser Leu Gly Arg Lys Thr Gin 
325 330 335 

Arg Ser Leu Leu Ala Glu Leu His Val Leu Thr Val Lys Glu Ser Asp 
340 345 350 

Ala Gly Arg Tyr Tyr Cys Ala Ala Asp Asn Val His Ser Pro He Leu 
355 360 365 

Ser Thr Trp He Arg Val Thr Val Arg He Pro Val Ser His Pro Val 
370 375 380 

Leu Thr Phe Arg Ala Pro Arg Ala His Thr Val Val Gly Asp Leu Leu 
385 390 395 400 

Glu Leu His Cys Glu Ser Leu Arg Gly Ser Pro Pro He Leu Tyr Arg 



Gly Gly Ala Ser Phe Asn Leu Ser Leu Thr Ala Glu His Ser Gly Asn 
435 440 445 

Tyr Ser Cys Asp Ala Asp Asn Gly Leu Gly Ala Gin His Ser His Gly 
450 455 460 

Val Ser Leu Arg Val Thr Val Pro Val Ser Arg Pro Val Leu Thr Leu 
465 470 475 480 

Arg Ala Pro Gly Ala Gin Ala Val Val Gly Asp Leu Leu Glu Leu His 
485 490 495 

Cys Glu Ser Leu Arg Gly Ser Phe Pro He Leu Tyr Trp Phe Tyr His 
500 505 510 

Glu Asp Asp Thr Leu Gly Asn He Ser Ala His Ser Gly Gly Gly Ala 
515 520 525 

Ser Phe Asn Leu Ser Leu Thr Thr Glu His Ser Gly Asn Tyr Ser Cys 
530 535 540 

Glu Ala Asp Asn Gly Leu Gly Ala Gin His Ser Lys Val Val Thr Leu 
545 ~ 550 555 560 



405 



410 



415 



Phe Tyr His Glu Asp Val Thr Leu Gly Asn Ser Ser Ala Pro Ser Gly 
420 425 430 




Asn Val Thr Gly Thr Ser Arg Asn Arg Thr Gly Leu Thr Ala Ala Gly 
565 570 575 

lie Thr Gly Leu Val Leu Ser lie Leu Val Leu Ala Ala Ala Ala Ala 
580 585 590 

Leu Leu His Tyr Ala Arg Ala Arg Arg Lys Pro Gly Gly Leu Ser Ala 
595 600 605 

Thr Gly Thr Ser Ser His Ser Pro Ser Glu Cys Gin Glu Pro Ser Ser 
610 615 620 

Ser Arg Pro Ser Arg lie Asp Pro Gin Glu Pro Thr His Ser Lys Pro 
625 630 635 640 

Leu Ala Pro Met Glu Leu Glu Pro Met Tyr Ser Asn Val Asn Pro Gly 
645 650 655 

Asp Ser Asn Pro lie Tyr Ser Gin lie Trp Ser lie Gin His Thr Lys 
660 665 670 

Glu Asn Ser Ala Asn Cys Pro Met Met His Gin Glu His Glu Glu Leu 
675 680 685 

Thr Val Leu Tyr Ser Glu Leu Lys Lys Thr His Pro Asp Asp Ser Ala 
690 695 700 

Gly Glu Ala Ser Ser Arg Gly Arg Ala His Glu Glu Asp Asp Glu Glu 
705 710 715 720 

Asn Tyr Glu Asn Val Pro Arg Val Leu Leu Ala Ser Asp His 



INFORMATION FOR SEQ ID NO: 867: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PRT 

<213> Homo sapiens 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 8 67: 

Met Leu Leu Trp Ser Leu Leu Val lie Phe Asp Ala Val Thr Glu Gin 
5 10 15 

Ala Asp Ser Leu Thr Leu Val Ala Pro Ser Ser Val Phe Glu Gly Asp 
20 25 30 

Ser lie Val Leu Lys Cys Gin Gly Glu Gin Asn Trp Lys lie Gin Lys 
35 40 45 

Met Ala Tyr His Lys Asp Asn Lys Glu Leu Ser Val Phe Lys Lys Phe 
50 55 60 

Ser Asp Phe Leu lie Gin Ser Ala Val Leu Ser Asp Ser Gly Asn Tyr 
65 70 75 80 

Phe Cys Ser Thr Lys Gly Gin Leu Phe Leu Trp Asp Lys Thr Ser Asn 



725 



730 




85 



90 



95 



He Val Lys He Lys Val Gin Glu Leu Phe Gin Arg Pro Val Leu Thr 
100 105 110 

Ala Ser Ser Phe Gin Pro He Glu Gly Gly Pro Val Ser Leu Lys Cys 
115 120 125 

Glu Thr Arg Leu Ser Pro Gin Arg Leu Asp Val Gin Leu Gin Phe Cys 
130 135 140 

Phe Phe Arg Glu Asn Gin Val Leu Gly Ser Gly Trp Ser Ser Ser Pro 
145 150 155 160 

Glu Leu Gin He Ser Ala Val Trp Ser Glu Asp Thr Gly Ser Tyr Trp 
165 170 175 

Cys Lys Ala Glu Thr Val Thr His Arg He Arg. Lys Gin Ser Leu Gin 
180 185 190 

Ser Gin He His Val Gin Arg He Pro He Ser Asn Val Ser Leu Glu 
195 200 205 

He Arg Ala Pro Gly Gly Gin Val Thr Glu Gly Gin Lys Leu He Leu 
210 215 220 

Leu Cys Ser Val Ala Gly Gly Thr Gly Asn Val Thr Phe Ser Trp Tyr 
225 230 235 240 

Arg Glu Ala Thr Gly Thr Ser Met Gly Lys Lys Thr Gin Arg Ser Leu 
245 250 255 

Ser Ala Glu Leu Glu He Pro Ala Val Lys Glu Ser Asp Ala Gly Lys 



Val Asn He Pro Val Arg He Pro Val Ser Arg Pro Val Leu Thr Leu 
290 295 300 

Arg Ser Pro Gly Ala Gin Ala Ala Val Gly Asp Leu Leu Glu Leu His 
305 310 315 320 

Cys Glu Ala Leu Arg Gly Ser Pro Pro He Leu Tyr Gin Phe Tyr His 
325 330 335 

Glu Asp Val Thr Leu Gly Asn Ser Ser Ala Pro Ser Gly Gly Gly Ala 
340 345 350 

Ser Phe Asn Leu Ser Leu Thr Ala Glu His Ser Gly Asn Tyr Ser Cys 
355 360 365 

Glu Ala Asn Asn Gly Leu Gly Ala Gin Cys Ser Glu Ala Val Pro Val 
370 375 380 

Ser He Ser Gly Pro Asp Gly Tyr Arg Arg Asp Leu Met Thr Ala Gly 



260 



265 



270 



Tyr Tyr Cys Arg Ala Asp Asn Gly His Val Pro He Gin Ser Lys Val 
275 280 285 




385 390 395 400 

Val Leu Trp Gly Leu Phe Gly Val Leu Gly Phe Thr Gly Val Ala Leu 
405 410 415 

Leu Leu Tyr Ala Leu Phe His Lys lie Ser Gly Glu Ser Ser Ala Thr 
420 425 430 

Asn Glu Pro Arg Gly Ala Ser Arg Pro Asn Pro Gin Glu Phe Thr Tyr 
435 440 445 

Ser Ser Pro Thr Pro Asp Met Glu Glu Leu Gin Pro Val Tyr Val Asn 
450 455 460 

Val Gly Ser Val Asp Val Asp Val Val Tyr Ser Gin Val Trp Ser Met 
465 " 470 475 480 

Gin Gin Pro Glu Ser Ser Ala Asn lie Arg Thr Leu Leu Glu Asn Lys 
485 490 495 

Asp Ser Gin Val He Tyr Ser Ser Val Lys Lys Ser 
500 505 

INFORMATION FOR SEQ ID NO: 868: 

(a) SEQUENCE CHARACTERISTICS: 

<212> PRT 

<213> Homo sapiens 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 868: 

Met Leu Pro Arg Leu Leu Leu Leu He Cys Ala Pro Leu Cys Glu Pro 
^5 10 15 

Ala Glu Leu Phe Leu He Ala Ser Pro Ser His Pro Thr Glu Gly Ser 
20 25 30 

Pro Val Thr Leu Thr Cys Lys Met Pro Phe Leu Gin Ser Ser Asp Ala 
35 40 45 

Gin Phe Gin Phe Cys Phe Phe Arg Asp Thr Arg Ala Leu Gly Pro Gly 
50 55 60 

Trp Ser Ser Ser Pro Lys Leu Gin He Ala Ala Met Trp Lys Glu Asp 
65 70 75 80 

Thr Gly Ser Tyr Trp Cys Glu Ala Gin Thr Met Ala Ser Lys Val Leu 
85 90 95 

Arg Ser Arg Arg Ser Gin He Asn Val His Arg Val Pro Val Ala Asp 
100 105 110 

Val Ser Leu Glu Thr Gin Pro Pro Gly Gly Gin Val Met Glu Gly Asp 
115 120 125 

Arg Leu Val Leu He Cys Ser Val Ala Met Gly Thr Gly Asp He Thr 
130 135 140 



Phe Leu Trp Tyr Lys Gly Ala Val Gly Leu Asn Leu Gin Ser Lys Thr 
145 " 150 155 160 

Gin Arg Ser Leu Thr Ala Glu Tyr Glu He Pro Ser Val Arg Glu Ser 
165 170 175 

Asp Ala Glu Gin Tyr Tyr Cys Val Ala Glu Asn Gly Tyr Gly Pro Ser 
180 185 190 

Pro Ser Gly Leu Val Ser He Thr Val Arg He Pro Val Ser Arg Pro 
195 200 205 

He Leu Met Leu Arg Ala Pro Arg Ala Gin Ala Ala Val Glu Asp Val 
210 215 220 

Leu Glu Leu His Cys Glu Ala Leu Arg Gly Ser Pro Pro He Leu Tyr 
225 230 235 240 

Trp Phe Tyr His Glu Asp He Thr Leu Gly Ser Arg Ser Ala Pro Ser 
245 250 255 

Gly Gly Gly Ala Ser Phe Asn Leu Ser Leu Thr Glu Glu His Ser Gly 
260 265 270 

Asn Tyr Ser Cys Glu Ala Asn Asn Gly Leu Gly Ala Gin Arg Ser Glu 
275 280 285 

Ala Val Thr Leu Asn Phe Thr Val Pro Thr Gly Ala Arg Ser Asn His 
290 295 300 

Leu Thr Ser Gly Val He Glu Gly Leu Leu Ser Thr Leu Gly Pro Ala 
305 310 315 320 

Thr Val Ala Leu Leu Phe Cys Tyr Gly Leu Lys Arg Lys He Gly Arg 
325 330 335 

Arg Ser Ala Arg Asp Pro Leu Arg Ser Leu Pro Ser Pro Leu Pro Gin 
340 345 350 

Glu Phe Thr Tyr Leu Asn Ser Pro Thr Pro Gly Gin Leu Gin Pro He 
355 360 365 

Tyr Glu Asn Val Asn Val Val Ser Gly Asp Glu Val Tyr Ser Leu Ala 
370 375 380 

Tyr Tyr Asn Gin Pro Glu Gin Glu Ser Val Ala Ala Glu Thr Leu Gly 
385 390 395 400 

Thr His Met Glu Asp Lys Val Ser Leu Asp He Tyr Ser Arg Leu Arg 
405 410 415 

Lys Ala Asn He Thr Asp Val Asp Tyr Glu Asp Ala Met 
420 425 

INFORMATION FOR SEQ ID NO: 869: 



(a) SEQUENCE CHARACTERISTICS: 

<212> PRT 

<213> Homo sapiens 

(b) SEQUENCE DESCRIPTION: SEQ ID NO: 869: 

Asp Asn Val His Ser Pro He Leu Ser Thr Trp He Arg Val Thr Val 
5 10 15 

Arg He Pro Val Ser His Pro Val Leu Thr Phe Arg Ala Pro Arg Ala 
20 25 30 

His Thr Val Val Gly Asp Leu Leu Glu Leu His Cys Glu Ser Leu Arg 
35 40 45 

Gly Ser Pro Pro He Leu Tyr Arg Phe Tyr His Glu Asp Val Thr Leu 
50 55 60 

Gly Asn Ser Ser Ala Pro Ser Gly Gly Gly Ala Ser Phe Asn Leu Ser 
65 70 75 80 

Leu Thr Ala Glu His Ser Gly Asn Tyr Ser Cys Asp Ala Asp Asn Gly 
85 90 95 

Leu Gly Ala Gin His Ser His Gly Val Ser Leu Arg Val Thr Val Pro 
100 105 110 

Val Ser Arg Pro Val Leu Thr Leu Arg Ala Pro Gly Ala Gin Ala Val 
115 120 125 

Val Gly Asp Pro Leu Glu Leu His Cys Glu Ser Leu Arg Gly Ser Phe 
130 135 140 

Pro He Leu Tyr Trp Phe Tyr His Glu Asp Asp Thr Leu Gly Asn He 
145 150 155 160 

Ser Ala His Ser Gly Gly Gly Ala Ser Phe Asn Leu Ser Leu Thr Thr 
165 170 175 

Glu His Ser Gly Asn Tyr Ser Cys Glu Ala Asp Asn Gly Leu Gly Ala 
180 185 190 

Gin His Ser Lys Val Val Thr Leu Asn Val Thr Gly Thr Ser Arg Asn 
195 200 205 

Arg Thr Gly Leu Thr Xaa Ala Gly He Thr Gly Leu Val Xaa Xaa He 
210 215 220 

Xaa Val Leu Xaa Ala Ala Ala Ala Leu Leu His Tyr Ala Arg Ala Arg 
225 230 235 240 

Arg Lys Pro Gly Gly Leu Ser Ala Thr Gly Thr Ser Ser His Ser Pro 
245 250 255 

Ser Glu Cys Gin Glu Pro Ser Ser Ser Arg 

260 265 
SF 1271819 vl 



